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TSPHSKGTFKAKR I
V
I
LDSKNEKPKRQVLGTVYKNI SPHKQKLTLTITHIASKTAE I

N
S
VYQPLDNDEKLPSLE

NTDB id 26060 HAC RS00010 WP 011576993.1 MKKILC..LFLLFLIPLQAFVIELLEEIKISPSKGTFKARIIDSNEPKQVLGTYKISPHQKLTLTITHIAKENSYQPLNDKPSLE 83
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
consensus !!! !!** !! ! !!!! !!!!!!!!! !!*!!!!!!***!! !*!!!! ! !!!! !!!!!!!!! !!!! *!*!!!

logo TNTLNPNRPS ITIPKRNTQIVFSSKRELKDEPSHYPSHNQMTPTSLNALPKMQKPQNKPHSSSQQPSSQKNFSYLPDYEPNPKLGNSKANSKNNSLLAQPLAS ILPKSKTI
KSEP

NTDB id 26060 HAC RS00010 WP 011576993.1 TNLNPNRSIIPKNTQIVFSSRELKDPYSNQTTSLNLPKQKPQNKPSSSQQS.QKFSYLDYPNKLNSKASKNNLLAPLSLPKTKSE 167
NTDB id 1207 C694 RS07860 WP 000749005.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYP..EPKLGSKNSKNSLLQPLAIPSKISP 168
consensus ! !!!!!* !!*!!!!!!!!*!!!*****! *!!! ! !!!!!!!*!!!!**! !!!*****!! !! !!! !! !! *! !*
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D
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LF IMTVPPQTEKTLPSNDNKTSTPNADI
T
NESNENN

SENNENSNENNEKDNNSGVEKQAIRDAPNIKEFACGKWVY
NTDB id 26060 HAC RS00010 WP 011576993.1 AKTGDT.......TSENSSSNQGGGIFMVPQTEKTLSNDKTPNADTNESNENNENNENNNNENSGEKQAIRDPNIKEFACGKWVY 245
NTDB id 1207 C694 RS07860 WP 000749005.1 TNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTS.NADI......SENNESNENKDNVEKQAIRDANIKEFACGKWVY 246
consensus !******** *!! ! *!* !*!!!!!*! **!!! ****** !!!! ! ! !!!!!!!*!!!!!!!!!!!!

logo DDENLQAYRPS I LKR I
V
D
NEDKQTATTDITPCDYSTAENKSGKI ITPYTKI SVHKTEP I

LEEPQTFEAKNNFATI LQAKRSSTTEKCKRARAM
NTDB id 26060 HAC RS00010 WP 011576993.1 DDENLQAYRPSILKRINEDKQTTTDITPCDYSTAENKSGKIITPYTKISVHKTEPIEEPQTFEAKNNFTILQAKSTTEKCKRARM 330
NTDB id 1207 C694 RS07860 WP 000749005.1 DDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQARSSTEKCKRARA 331
consensus !!!!!!!!!!!!!!!* !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!*!*!!!!!!!!

logo RKDGTI
TRQCYL I EEPLKQAWENSEQYE ITSTQLVKAI

TYERPKQDDQI
VEPTFYETNSELASYSSTRKSE I

VTHQDNELKNLDNEKKFMEFVEVYEGH
NTDB id 26060 HAC RS00010 WP 011576993.1 RKDGTIRQCYLIEEPLKQAWNSQYEITSQLVKATYERPKQDDQIEPTFYETNELSYSSTRKSEVTQDELKLDKKFMEFVEVYEGH 415
NTDB id 1207 C694 RS07860 WP 000749005.1 RKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGH 416
consensus !!!!! !!!!!!!!!!!!!! ! !!!!*!!!!! !!!!!!!!!*!!!!!!! !! !!!!!!!!*!* !! ! !!!!!!!!!!!!

logo YLNDAI IKESSEYKEWVKNHVRFLKEGVCMALE I EEKQPRAKSTPLS IVENSERVVCVKKGNYLFNERV
NTDB id 26060 HAC RS00010 WP 011576993.1 YLNDAIKESSEYKEWVKNHVRLKEGVCMALEIEEKPRAKSTPLSVENSEVVCVKKGNYLFNRV 478
NTDB id 1207 C694 RS07860 WP 000749005.1 YLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!! !!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!*!!! !!!!!!!!!!!! !
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