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MKKISLLLEAGLIR FLVACSNQKSADGKLNIVTTFYPVYEFTKQVAGDIZANV LLIGAGTEPH YEPSAKAVAIQDADEN
MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADT
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JO\YP KKEIWAFEKNAAAYIJS4K ALDKQYISPAGL AKQKSFVTQHAAFNYLALDYGLKQVI§ISGLSPD EPSA RLAELTE
ADYPDKKETFEKNAAAYIEKLQALDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTE
ADYPDKKETFEKNAAAYIEKLQ LDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTE
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DTKTVQNGYFED AVKDRTLSDYAGIRWQSVY LIWDGTIMDQVFDYKAKLTGKMTEIAEYKINYYINKGYIMTDV RJINITDIYTM
DTKTVONGYFEDAAVKDRTLSDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYRBITDVTKINITDNTM
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