
logo MLVALNEEKERVLATTALRKTQYFCPVCGKQVI LKRGLKVI SHFAHKHLAEQKCFNNETIKHYKSKL I LAQMIQQQGCFKVE I EPFLKE IK
NTDB id 26 SA RS04860 WP 000959282.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKVEIEPFLKEIK 90
NTDB id 42 MW RS04740 WP 000959293.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKVEIEPFLKEIK 90
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo QIPDI L INNKYVI ELQYSP IPYKQI LQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHQSLMF INPFITRKLHTFNLEKKQIMMFQQIQYLG
NTDB id 26 SA RS04860 WP 000959282.1 QIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHSLFINPITRKLHTFNLEKKQIMMFQQIQYLG 180
NTDB id 42 MW RS04740 WP 000959293.1 QIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKLHTFNLEKKQIMMFQQIQYLG 180
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo GHKYVAEKRNAKI ISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVHYNYGYI FPEQIY I EKNHP I EWQLQ
NTDB id 26 SA RS04860 WP 000959282.1 GHKYVAEKRNAKIIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVYNYGYIFPEQIYIENHPIEWQLQ 270
NTDB id 42 MW RS04740 WP 000959293.1 GHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVHNYGYIFPEQIYIKNHPIEWQLQ 270
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!

logo VDLWLKNGKSKLVNDNLNYFKLKKF IVAGLESKTAI I EKL INNYLNICSDRGNDVQI LF
NTDB id 26 SA RS04860 WP 000959282.1 VDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDRGNDVQILF 328
NTDB id 42 MW RS04740 WP 000959293.1 VDLWLKNGKSKLVNDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDRGNDVQILF 328
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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