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NTDB id 25993 RXYL RS10955 WP 011565136.1 .MASRTLYVCSSCGHEEPKWLGRCPDCGAWSTFVEEVRGERKASGFAARAREAGSRAAAGKTLRLDEVGGGEAEGRIGTGIAELD 84
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAF...SHSVQTVQKPSPITSIE.TSEEPRVKTQLGEFN 81
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL...TGE...KTKPMKLAEVT.SINVNRTKTEMEEFN 78
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL...TGE...KTKPMKLAEVT.SINVNRTKTEMEEFN 78
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL...TGE...KTKPMKLAEVT.SINVNRTKTEMEEFN 78
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL...TGE...KTKPMKLAEVT.SINVNRTKTEMEEFN 78
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL...TGE...KTKPMKLAEVT.SINVNRTKTEMEEFN 78
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL...TGE...KTKPMKLAEVT.SINVNRTKTEMEEFN 78
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NTDB id 25993 RXYL RS10955 WP 011565136.1 RILGGGLVPGSLVLVGGEPGVGKSTLLLQVMGRLG...GRCLMVSGEESPRQVAMSARRLGVAGSGFEVLAETDVDVIEATILRG 166
NTDB id 125 BSU 00870 NP 387968.1 RVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSAIQEM 166
NTDB id 279 KZH43 RS00140 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 238 SPD RS00140 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 204 SPR RS00140 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 169 SP RS00155 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 509 SM12261 RS00130 WP 078228442.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTEVERI 162
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NTDB id 25993 RXYL RS10955 WP 011565136.1 RPEVVVVDSIQTLYSPELAGAPGGVGQVRECAARLMRLAKAEGIAVVLVGHVTKEGSIAGPRVLEHMVDTVLQFEGDRFQAFRIL 251
NTDB id 125 BSU 00870 NP 387968.1 NPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRIL 251
NTDB id 279 KZH43 RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 238 SPD RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 204 SPR RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 169 SP RS00155 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 537 SMSK321 RS07120 WP 080550752.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 509 SM12261 RS00130 WP 078228442.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
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NTDB id 25993 RXYL RS10955 WP 011565136.1 RALKNRFGSTNEVGVFEMTSRGMEEVEDPSAFFLSRREAEVPPGVATVCLLEGTRPMLVEIESLVAPSPLAVPRRVARGLDGGRV 336
NTDB id 125 BSU 00870 NP 387968.1 RAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAG.SAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRV 335
NTDB id 279 KZH43 RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDG.ATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRA 331
NTDB id 238 SPD RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDG.ATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRA 331
NTDB id 204 SPR RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDG.ATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRA 331
NTDB id 169 SP RS00155 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDG.ATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRA 331
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDG.ATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRA 331
NTDB id 509 SM12261 RS00130 WP 078228442.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDG.ATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRA 331
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NTDB id 25993 RXYL RS10955 WP 011565136.1 NMLCAVLSRRAGLALGSQDVYVNVTGGVRVEEPAADLGAALAIASALRDRPLERGTACFGEVGLTGDVRFVPGAGRRLRELIKLG 421
NTDB id 125 BSU 00870 NP 387968.1 SLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLG 420
NTDB id 279 KZH43 RS00140 WP 074017595.1 SLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLG 416
NTDB id 238 SPD RS00140 WP 074017595.1 SLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLG 416
NTDB id 204 SPR RS00140 WP 074017595.1 SLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLG 416
NTDB id 169 SP RS00155 WP 074017595.1 SLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLG 416
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLG 416
NTDB id 509 SM12261 RS00130 WP 078228442.1 SLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLG 416
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VPAEKAGNNSSLDGTGAWIPTGKPLGGAASGPMRKGEVI ENQVVI EGVARTNTLVIAEQEAVVLARKTVKASVLFGLAG

NTDB id 25993 RXYL RS10955 WP 011565136.1 FDRIIIPEGSSGGAPGGGAASGRGVNVVEVRTLEEAVAVALL. 463
NTDB id 125 BSU 00870 NP 387968.1 FKRMIIPAANLDGWTK.....PKGIEVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 FTKIYVPKNSLTGITL.....PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 FTKIYVPKNSLTGITL.....PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 FTKIYVPKNSLTGITL.....PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 FTKIYVPKNSLTGITL.....PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FTKIYVPKNSLTGITP.....PMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 FTKIYVPKNSLTGITP.....PKEIQVIGVTTIQEVLKKVFA. 453
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