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NTDB id 259479 CXP32 RS09480 WP 101258911.1 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SAEA BN TSGTTYGYVY]SDPE LDYITSNTGPTK JAVINGVDGLMEADKYGNLVP 7
NTDB id 324 STU RS16140 WP 011226306.1 NN TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 7
NTDB id 292 STER RS06940 WP 011681419.1 M TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 7
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NTDB id 259479 CXP32 RS09480 WP 101258911.1 VAEDWMVSKDGLTYTYKIRKG KW TS GEEYAJRVTAKDFVJGLKHAADIMK |3 YLE\ S I4GL DYLSGTE{DF SV 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVAEDWSVSEDGLTYTYKIRKG KWYTS GEEYA VTAKDFVTGLKHAAD[KAG YLVQDSIAGLSDYLSGENKDFSNV 157
NTDB id 324 STU RS16140 WP 011226306.1 SVAEDWSVSKDGLTYTYKIRKG KWYTS GEEYANVTAKDFVTGLKHAADSKAG IYLVQDSIAGLSDYLSGTNKDFSNYV| 157
NTDB id 292 STER RS06940 WP 011681419.1 SVAEDWSVSKDGLTYTYKIRKG KWYTS GEEYANVTAKDFVTGLKHAADSKAG IYLVQDSIAGLSDYLSGTNKDFSNV 157
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NTDB id 259479 CXP32 RS09480 WP 101258911.1 240
NTDB id 475 HSISS4 RSO7005 WP 021143809.1 237
NTDB id 324 STU RS16140 WP 011226306.1 GVKAID YTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHY WilEPEYs
NTDB id 292 STER RS06940 WP 011681419.1 GVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
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NTDB id 259479 CXP32 RS09480 WP 101258911.1 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 317
NTDB id 324 STU RS16140 WP 011226306.1 317
NTDB id 292 STER RS06940 WP 011681419.1 317
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NTDB id 259479 CXP32 RS09480 WP 101258911.1 Q 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 397
NTDB id 324 STU RS16140 WP 011226306.1 397
NTDB id 292 STER RS06940 WP 011681419.1 397
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NTDB id 259479 CXP32 RS09480 WP 101258911.1 v ADGQDGL NA KAKAEFAKAKKAL ADGVQFPIYLD PVDQ SKNY RIQSFKQ ETVLGVENVV DI Q SD 480
N BT R I AR YA YT IR IP E R Y- o R  \ [iD&QD G L YNAEK AKTEFAKAK [JLQADGVQFPIHLDLPVDQSSK NVAQAQSLKQTIENSLGS NVVID NQLSSDD{E ey
NTDB id 324 STU RS16140 WP 011226306.1 VNi3ADQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDD YA
NTDB id 292 STER RS06940 WP 011681419.1 VNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPV QSSKLNVAQEQSLKQTIEKSLGSENVVIDINQLSSDD YA
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FLNITYYAANA EDWD S[q8VNiWw PDYQDPSTYLDI|MKTTSSERTKp MG D PNE)Y VAUQVGLK YDIYL MIFAARIETS
NATLNAANAAAEDWDISNGVifW PDYQDPSTYLDIFKTTSSENTK@WFMGYDDPNNAAAAQVGLKDYDALLINSAASET

LEN[TLNAANAAAEDWDISNEV W PDYQDPSTYLDIFKTTSSENTKIFMGYDDPNNAAAAQVGLKDYDALLISAASETS
LENATLNAANAAAEDWDISNBV W PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETS
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DLNVRY  YARMAQAWLDSSL|JTIPEWEREKIGAAPV SR YPFTGASKEIQHGEK[ESH

DLNJARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGAS QVGDKNSHEEDYKYVKPQEKVVTKKEYEQSREKW,
DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPRISRLTPFTGASLQVGDKNSSNDYMKYVKPQEKVVTKKEYEQSREKW
DLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKW
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X non conserved
B similar
>50% conserved
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