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NTDB id 125 BSU 00870 NP 387968.1 80
NTDB id 259438 CXP32 RS00145 WP 074017595.1 NEVSWCNNRAUGRIASININQININAINGCSIUSIIABAIANAFIRANATAUSINNED . | | 7
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE s 7
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE[ . 7
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESRKTKPMKLAEVTSINVNRTKTEMEEF 7
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF 7

NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGESRKTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSMKTKPMKLAEVTSINVNRTKTEMEEF 77
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NTDB id 125 BSU 00870 NP 387968.1 Q 160
NTDB id 259438 CXP32 RS00145 WP 074017595.1 NEARRGHEARICGIAURECEN)ICaNe)CSENRRRNASSHNRIRINLY . [CRaR AT DY N INR RV AN DR N Ry Sy BB (AR AR 156
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 238 SPD RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156

NTDB id 204 SPR RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 169 SP RS00155 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
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NTDB id 125 BSU 00870 NP 387968.1 DSIQT pgNS] I BENYGSVSQVRE[TAELM)S AKTIQYIIFIFIVGHVTKEG AGPRJSLEHMVDTVLYF 240
JUBND) 0 Ne RA S LIS I 09 € X A SIS (O IO N 2 SO T S O Ok A ST oM A A FE VER IO PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
NTDB id 279 KZH43 RS00140 WP 074017595.1 AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
NTDB id 238 SPD RS00140 WP 074017595.1 AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
NTDB id 204 SPR RS00140 WP 074017595.1 AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236

NTDB id 169 SP RS00155 WP 074017595.1 AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
NTDB id 509 SM12261 RS00130 WP 078228442.1 JNEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236

NTDB id 537 SMSK321 RS07120 WP 080550752.1 AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
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NTDB id 125 BSU 00870 NP 387968.1 EGERHHTFRILRAVKNRFGSTNE GIFEMPANAGLIEVLNPS FLEEREEIG EGSSIpg\ MEGTRPILYE 320
NTDB id 259438 CXP32 RS00145 WP 074017595.1 |H&I:N:NNNRNR ARG\ ANCR U I eny VNI RAANRINS TS B AR Ie UNCR N RATM U N A NN VAU RA N NN 316
NTDB id 279 KZH43 RS00140 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF 316
NTDB id 238 SPD RS00140 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF 316
NTDB id 204 SPR RS00140 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF 316

NTDB id 169 SP RS00155 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF 316
NTDB id 509 SM12261 RS00130 WP 078228442.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF 316

NTDB id 537 SMSK321 RS07120 WP 080550752.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF 316
consensus N N N




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

259438 CXP32 RS00145 WP 074017595.1

279
238
204
169
509
537

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

259438 CXP32 RS00145 WP 074017595.1

279
238
204
169
509
537

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1
SMSK321 RS07120 WP 080550752.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SM12261 RS00130 WP 078228442.1
SMSK321 RS07120 WP 080550752.1

WANTTOFRE) ALERA LALLM DA R TG LT

GNIy RNEBATG DEINR|YSL MAVLEKREGLLLQNQDAYLKAGGVKLDEPAIDLA |j

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT]

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT
Pl bbb bbb bttt T

IR SR R U G TR

GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFAR 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFAR 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFAR 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFAR 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFAR 453
453
453

X non conserved
B similar
> 50% conserved

400
396
396
396
396
396
396
396



