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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.....GAPYEEGYGQS...QEAYQRPAQQSRQPAS.. 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG.....GAPYDEGYGQS...QEAYQRPAQQSRQPAP.. 141
NTDB id 25935 SALA RS15200 WP 011543257.1 VEGSLRTRKWQDRDGNDRYTTEVVIAGMGGNLTMLDGAPGGGA.RGGGGDSWNQGGGS....SGGWDQGGSGGGGSGGGG 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQ....QGSWGQPQQPAKQHQ..P 150
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 25935 SALA RS15200 WP 011543257.1 ........AP......GGGRPPFDDDLDDDVPF 173
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQQSAPQQYS......QPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQKP......AAQAEPPMDNFDDDIPF 180
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