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NTDB id 1115 OK783 RS00485 WP 003698035.1 GVKFGATGRKKLKN...........ETSAFGWGVNSGFG......GGDKWE.....AQTKINLPVA........AAANSI 537
NTDB id 1092 CAD91899.1 1..2286( ) GVKFGATGKKKLKN...........DTSAFGWGVNSGFG......GDDKWG.....AETKINLPIT........AAANSI 575
NTDB id 1100 NMB RS09455 WP 002225652.1 GVKFGATGKKKLKN...........DTSAFGWGVNSGFG......GDDKWG.....AETKINLPIT........AAANSI 583
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GVRWGVMSTNGSHS........VGGSIESNLWQKGLLAD........D.....EFPVDEFLNVNLA.....STSANASSI 392
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GVRWGVMSTNGSHS........VGGSIESNLWQKGLLAD........D.....EFPVDEFLNVNLA.....STSANASSI 392
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GVRWGFTSINGSHT........VGGSIENNLATIGLYDGGGEGDDGGS.....SVGIDDFLNVNLA.....ATSPNATSI 401
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GIRWGVSRPTHLSGTLEGANELARGTA.......................PANVVPLERRLNLDLAAVPLTGATPASVGI 508
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GIRWGVSRPTHLSGTLEGANELARGTA.......................PANVVPLERRLNLDLAAAPLTGATPASVGI 508
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVKWGILSQGI.....NQNSNLLVGGSETTLWNLRNPDSN.......GTYT...IERPDNLNVDLG.....VTTTGASSI 525
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVKWGILSQGI.....TNNNNLLVGGSETTLWNLREPKKD..ETTGGYKYT...IERPDNLNVDLG.....VSNP.AGSI 537
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVKWGILSQGI.....TNNNNLLVGGSETTLWNLREPKKD..ETTGGYKYT...IERPDNLNVDLG.....VSNP.AGSI 537
NTDB id 25899 PSEEN RS01520 WP 373694282.1 GVRWGGPLY.......GQDNRL...................................GSELFVDLG.....VERA.TSAL 241
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVRWGGAYHKGNWSGYGKDGNIGIKDEDGM.......NCG..PIAGSCTFPTTGTSKSPSPFVDLG.....AKDA.TSGI 532
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NTDB id 1115 OK783 RS00485 WP 003698035.1 ..SLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPN 615
NTDB id 1092 CAD91899.1 1..2286( ) ..SLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPN 653
NTDB id 1100 NMB RS09455 WP 002225652.1 ..SLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPN 661
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVTPQ 469
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVTPQ 469
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGAT...SVTFKKAVLSLKVTPQ 478
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ALAKL..NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQ 583
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ALAKL..NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQ 583
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AFGLIS.LSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPN 604
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPS 616
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPS 616
NTDB id 25899 PSEEN RS01520 WP 373694282.1 GVGLL..RSDVLLDLELSAMEKSGNGEIISQPRVVTADKETARILKGTEVPYQETTKSGAT...SISFREASLSLEVTPQ 316
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GIGFI..TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSLEVTPQ 607
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NTDB id 1115 OK783 RS00485 WP 003698035.1 ITPDGQIIMTVKINKDSPAQ.CASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFK 694
NTDB id 1092 CAD91899.1 1..2286( ) ITPDGQIIMTVKINKDSPAQ.CASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFK 732
NTDB id 1100 NMB RS09455 WP 002225652.1 ITPDGQIIMTVKINKDSPAQ.CASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFK 740
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFR 549
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFR 549
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFR 558
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ITPDGKILMDLQINQDTPSP.QT..FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFS 660
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ITPDGKILMDLQINQDTPSP.QT..FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFS 660
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ITPDGKILMELNIANDSINS.YA..QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFK 681
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ITPDGKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFR 693
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ITPDGKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFR 693
NTDB id 25899 PSEEN RS01520 WP 373694282.1 ITPDGKVIMEVRVTKDEPDFVNA..LNNVPPIRKNEVNAKVRVTNGETIVIGGVYSTSQNNVVDKVPFFGDLPYVGRLFR 394
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFR 685
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NTDB id 1115 OK783 RS00485 WP 003698035.1 TRGKKTDRRELLIFITPRIIDTAGNSLRY......... 723
NTDB id 1092 CAD91899.1 1..2286( ) TRGKKTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1100 NMB RS09455 WP 002225652.1 TRGKKTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1186 GTF74 RS01320 WP 000788426.1 RTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 RTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1257 GCO85 RS04855 WP 163621000.1 NRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 25899 PSEEN RS01520 WP 373694282.1 RDALQEKKSELLVFLTPRIMSDQAIAVSR......... 423
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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