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LGGTAKAPAREEQAERAELNVKAAREKERG
NTDB id 25896 DGEO RS14555 WP 011531456.1 ...MTTTLPQAELQALLTLRFTPGLGPRRIEQLRRHFGSAEAALAAPLTALRDVPGLDARSVAALGTAKPREQAEAELVKARKEG 82
NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEEARAELNKAAERG 85
consensus ****** **!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !! !*!!! !!!!!*! !!* ! ! !!! !! !

logo VTLLGRGLPGYPAPALEALGDPPAPVLWVKRGAEGGAELLAPDGFLGPTVVPHRASVGIVGTRAGASPHALASLTRTI
LAAGDELAARAGVI
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NTDB id 25896 DGEO RS14555 WP 011531456.1 VTLLGRGLPGYPPALEALGDPPPVLWVKGE.....LPDFPVVPRAVGIVGTRGASPHALSLTRTLAADLARAGVIVISGLARGID 162
NTDB id 1314 DR RS00625 WP 010886768.1 VTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVSGLARGVD 170
consensus !!!!!!!!!!!!*!!!!!!!!!*!!!!*! *****!* * !!* !!!!!!!*!!!!!! !!!!*!**!! !!!***!!!!!!*!

logo TAAHATAASLVEAASGEAGSGSHPSTI
VGVLGSAVDNVIYPRSENAHDHLAGRHRLMTVLVVSEYPLGTGPAQHHFPSTRNRLVIAALSAAGTVLVVVEGELRKSGASL

NTDB id 25896 DGEO RS14555 WP 011531456.1 TAAHAASVEA.....GGHSVGVLGSAVNVIYPSENAHLARHLTLVSEYPLGTGPAQHHFPTRNRLIAALSAATVVVEGELKSGAL 242
NTDB id 1314 DR RS00625 WP 010886768.1 TAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLVVEGERKSGSL 255
consensus !!!! ! *!!***** **!!!!!!! !!!! !!**!! ** *!!!!!!!!!!!!!!!!*!!!*!!!!!!* *!!!!! !!! !

logo ITATHALDECGRTVCFAVPGRAGDPRAASGPHARL ILRDEGAVLTESTAQDI
VLNTELGNWGELAPAAPAPTVPSDLPPEQARTVLYARALQTTPATLDDLAQAAT

NTDB id 25896 DGEO RS14555 WP 011531456.1 ITATHALECGRTVCAVPGRAGDPRAAGPHRLLREGAVLTETAQDILNELGWGEAPAAPTSDLPPEQARTYAALTTPATLDDLQAA 327
NTDB id 1314 DR RS00625 WP 010886768.1 ITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPAVPDLPPEQARVLRALQTPATLDDLAAT 340
consensus !!!!!!!*!!!!!*!!!!!!!!!!! !!! !*!*!!!!!!*!!!*! !! !! !!!** *!!!!!!!! !! !!!!!!!! !

logo TGLSTI
LPDELQTALVMLQLLQGLAEYEVGGRWASRR

NTDB id 25896 DGEO RS14555 WP 011531456.1 TGLTLPDLQTALVMLQLLGLAEEVGGRWARR 358
NTDB id 1314 DR RS00625 WP 010886768.1 TGLSIPELQTALVMLQLQGLAYEVGGRWSR. 370
consensus !!!**!*!!!!!!!!!! !!! !!!!!! !*

X non conserved

X similar

X ≥ 50% conserved


