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NTDB id 258669 CXB48 RS04605 WP 049339043.1 ........MKTNKGFSLIEVLVALLLTTIGVLGMVALQGRSIQYTQDSVQRNTAILLSGDLIEIIRAHPKELFNTSPPKF 72
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKD... 77
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NTDB id 258669 CXB48 RS04605 WP 049339043.1 PMNSGLKSSSMFYKEAGSDFIDRE.SCVASPTRIAQTAKELRDCWADKVEAALPGGAELFDSDTYICRSSKPGSCDGQGS 151
NTDB id 1195 PAKAF RS24020 WP 016253895.1 ....QMATQSDFFKAKGSAFPTAPSSCTP....LPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGS 149
consensus **** * * ! !*! !! !* **!! ******* !* !!!* ! !!!***! !! !!!!!!!!! !!! !!

logo MLE IHRLMAWQRGVKREQGACPVDNAPANDSNSATDDTSTLVCTYYTLVRVEP
NTDB id 258669 CXB48 RS04605 WP 049339043.1 MLEIHMAWQVREGACPDPN..NTDDTVCTYTVRVEP 185
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLEIRLAWRGKQGACVNAADSSADTSLCYYTLRVEP 185
consensus !!!!**!! * !!!* * ** ! **! !!*!!!!
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