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NTDB id 258537 CW734 RS09270 WP 101190261.1 MLRELDIRNFAIIDTLSVSFTEGMTVLTGETGAGKSIIIDAVHLLAGGRGSQEFIRHGAQKAEIEGLFHIESEKHPVHKK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !! !! !*!!!!!* !*!!! !*!!!!!!!!!!!!!!!!!**!! !!!!! !!*!*! !!!*!!!!**!!* !!!*

logo

C
L
A
E
D
E
F
QGIDQAVSDEGDMI

V
L
V
L
MRRDE I

L
N
S
G
T
K
SGKNSVCR I

VNGKLVTIAS ISLRE I
VGARALL ILDIHGQHDENTQELLMDEDEEKNQHLHQLLDKQFAGAKELLVETKSAKL

NTDB id 258537 CW734 RS09270 WP 101190261.1 LEDFGIQASDGDVLLRRELNGKGKNVCRINGKLVTISILREVGAALIDIHGQHETQELMDEKQHLHLLDQFAGKLLTKAK 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus * * !! !! ***!!** !! !!!*!!!!!!! !!!*! !*!!!!!!* ! !!** *!!*!!! !!! * !

logo

E
K
G
TYQSEHGTFYEQKRYTVKLKLKREKFLAKQSLYNSENSEQEQI

MAHQRI
LDL ILQTFQLENE I EESAKQLEVLPGNEDEEQTLLQEDERKQQRI

L
Q
SNFETKI FYES ILQSNQAHYENAI

L
Q
R
G
S

NTDB id 258537 CW734 RS09270 WP 101190261.1 EGYSHTFEKYTKLKREFASYNENEQQIAQRIDLLTFQLNEIEEAQLVPGEEETLLEDRKRLQNFTKIFESISQAHEAIQG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
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NTDB id 258537 CW734 RS09270 WP 101190261.1 ESKGLDWVGNAMSELEHAAAVDEQFKEASESVTGAFYQLQDTSTEIKRILDQLEFDPERLNEIEQRLALLQSLKRKYGAS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 258537 CW734 RS09270 WP 101190261.1 VEDMLLYQEEQADELDKLLNRDQRLRLDQEKLKELTEDLRIEAEELTMLRKQAAAKLSKAIMEQLKELHMGKASFSVQFN 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 258537 CW734 RS09270 WP 101190261.1 LLPKG.............KLDRFGQDSIAFHISTNVGEPLKPLTKVASGGELSRMMLALKTIFSKHQGITSIIFDEVDTG 467
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 258537 CW734 RS09270 WP 101190261.1 VSGRVAQAIAEKIAAIARHSQVLCISHLPQVAAMADQHLFIEKKVSKDRTTTSVKELAGRKRTEEMSRMLSGAEITELTL 547
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 258537 CW734 RS09270 WP 101190261.1 QHADELLTLARDRKLLMK 565
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG. 576
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