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NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
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NTDB id 25835 MGAS9429 RS01405 WP 002991105.1 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 318
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NTDB id 25835 MGAS9429 RS01405 WP 002991105.1 Y Rl G GLPDSFP LGARDIy SY LP ILG LIRMPYMMYIWGRRYIM DLQ 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGEEEE
NTDB id 293 STER RS06925 WP 011681416.1 VLTFLLSLPTIALVYITRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKCHEERE
NTDB id 325 STU RS16125 WP 002946410.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
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NTDB id 325 STU RS16125 WP 002946410.1 478
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