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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 258346 CWC46 RS20130 WP 021014748.1 MSSRGVNKVILVGFLGQDPEIRYIPNGTAVANFSLATAETWRDKQTGEEKERTEWHRVVMFGKLAEIVGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQE....AYQRPAQ.....QSRQPAPDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQE....AYQRPAQ.....QSRQPASDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 258346 CWC46 RS20130 WP 021014748.1 EGQLQTRKWTDNAGVERWTTEIMVKQ.QGTMQMLGSSNRTNT.SG..............NGQAAGK.....HTSAATPGH 139
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMN..VPAQQGSWGQPQQ.....PAKQHQPMQ 152
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF................ 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF................ 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQ....PAQKPAAQAEPPMDNFDDDIPF................ 180
NTDB id 258346 CWC46 RS20130 WP 021014748.1 SGTPQ....PVSQ..SMGNEPPMDFDDDIPFLGLGYGVCRSAIYAIS 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QSAPQ....QYSQ..PQYNEPPMDFDDDIPF................ 177
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