logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

25832 MGAS9429 RS01170 WP 002991192.1
279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

25832 MGAS9429 RS01170 WP 002991192.1
279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

25832 MGAS9429 RS01170 WP 002991192.1
279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

25832 MGAS9429 RS01170 WP 002991192.1
279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

ARATEY Qo CYASPRVLER N SSFVERVRARIARILIEE KK A7 IARTHE Eff

MAKKKATF CQIACGY SPKYLGRCPNCE WSSFVEEVEVJSEVKNARVSLEGERES
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCONCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMMKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMRKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCOQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMMKTKPMKLAEVTSINVNRTKTEMEEF

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMMK TKPMKLAEVTSINVNRTKTEMEEF
I R RN I R N o I R R I R R R N P EE R

L P CRTLLSTO S RS K AEN DSERL AT G

Q
NRVLGGGVVPGSL LIGGDPGIGKSTLLLQVSTQL BGTVLYJASGEESA QIKLR ERLGDIDWYEFYLYAETNMQ R
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR

NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
LT b et b sk Py ]

UL SISO NARETAEL CLATIATE VRV T e DTV

DSIQT pMAS I BINYGSVSQVRE[MTAELMIY AKTIQYIIYIFIVGHVTKEG AGPRMLEHMVDTVLYF
JiE EWIfPDFLIIDSIQTIMSP I GVQGSVSQVREVTAELMQLAKTNNIAPWFIVGHVTKEGTLAGPRMLEHMVDTVLYF

AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
JNEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

S A

EGERHHTFRILRAVKNRFGSTNE GIFEMANAGLPEVLNPS FLEEREEIG BIGSSIggy MEGTRPILYE QAL PTHJF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGS VVTMEG RPILAEVQ LVTPTYF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
N N N

160
156
156
156
156
156
156
156

240
236
236
236
236
236
236
236

320
316
316
316
316
316
316
316



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

25832 MGAS9429 RS01170 WP 002991192.1
279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

25832 MGAS9429 RS01170 WP 002991192.1
279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1

consensus

WGNTTOFIRAOL) At LLCRTRYAOA L A DA KDV F g ]

GNIy REEATG DEINRYSL MAVLEKRYGLLLQNQDAYLKWJAGGVKLDEPAIDLA |j

GNA RTTTGLDFNRYYSLIMAVLEKR{GLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYK KPTEPQERMF GE GLT

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT,
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT,
Pl bbb bbb b P bbbttt N |k | IR
458

S e R o

Q .
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
GEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
453
453
453

N R N I I I R e Ry ey e I O R R e

X non conserved
B similar
> 50% conserved

400
396
396
396
396
396
396
396



