logo

NTDB id 496 SM12261 RS02330 WP 000608383.1
NTDB id 524 SMSK321 RS08155 WP 000565601.1
NTDB id 266 KZH43 RS07930 WP 000565010.1
NTDB id 225 SPD RS08500 WP 000565010.1

NTDB id 191 SPR RS08095 WP 000565010.1

NTDB id 258072 CWI64 RS04400 WP 000565017.1
NTDB id 156 SP RS08975 WP 000565004.1
consensus

logo

NTDB id 496 SM12261 RS02330 WP 000608383.1
NTDB id 524 SMSK321 RS08155 WP 000565601.1
NTDB id 266 KZH43 RS07930 WP 000565010.1
NTDB id 225 SPD RS08500 WP 000565010.1

NTDB id 191 SPR RS08095 WP 000565010.1

NTDB id 258072 CWI64 RS04400 WP 000565017.1
NTDB id 156 SP RS08975 WP 000565004.1
consensus

logo

NTDB id 496 SM12261 RS02330 WP 000608383.1
NTDB id 524 SMSK321 RS08155 WP 000565601.1
NTDB id 266 KZH43 RS07930 WP 000565010.1
NTDB id 225 SPD RS08500 WP 000565010.1

NTDB id 191 SPR RS08095 WP 000565010.1

NTDB id 258072 CWI64 RS04400 WP 000565017.1
NTDB id 156 SP RS08975 WP 000565004.1
consensus

FIH

A

e

s b QL)

R AR R

MI MYFFLVGSILASFLGLVIDRFPEQSII[M¥ASHCDSCEITIFLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAIJFELGLG
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MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELELG
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LHUSE LA TELTLNRRRE ALY THL LSS ML DR AR

LLFLIY SIHQYLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AJeGWRIL M FL LGI AHFIDIRMGAGDFL
LLFLEYSWJLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMV)JFLRALGILAHFIDIRMGAGDFL
LLFLLYSWELLSLiQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL

LLFLLYSWELLSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
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LLFLLYSWELLSLGQV LITAGLTLGIYDF HQEYPLLVWMTFHLILIASSGWNLVMVSFLRLGILAHFIDIRMGAGDFL
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FLASC 219
FLASCALVFSHTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJCVIIFGKLLLYV| 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY] 219
219
219

X non conserved
B similar
B >50% conserved
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