
logo

MA
M
E
N
A
K
K
T
K
Q
M
WDSVKQVLDRS I LVEMKMI

L
D
KTVDQGHSKDE I

VFQR IGEQSRQEQHYDEHQLLVERELEKEQI
VKQLQTVVYEQAVI EELAGDKQLEMVKQATRHQARNRRLSEVS

NTDB id 258036 CWI35 RS12195 WP 023633632.1 MAEAKQWDVKQLDRIVEKMIDTVQHSKDEIFRIGEQSRQEHDHLLRELEEVKQLTVQAIEEADQLEMKARQARRRLSEVS 80
NTDB id 130 BSU 35500 NP 391430.1 .MNKTKMDSKVLDSILMKMLKTVDGSKDEVFQIGEQSRQQYEQLVEELKQIKQQVYEVIELGDKLEVQTRHARNRLSEVS 79
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NTDB id 258036 CWI35 RS12195 WP 023633632.1 QNFSTHSEQDIREAYEAAHELHMKLTMVREREKQLRLRRDELERRLASLAQIIERADYLVGQITVVLHYLNSDFRQVGEL 160
NTDB id 130 BSU 35500 NP 391430.1 RNFHRFSEEEIRNAYEKAHKLQVELTMIQQREKQLRERRDDLERRLLGLQEIIERSESLVSQITVVLNYLNQDLREVGLL 159
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NTDB id 258036 CWI35 RS12195 WP 023633632.1 IEGAKQKQEFGLKIIEAQEEERRRLSREIHDGPAQLLAHVLLRSDLVEKVIKERGTEAAIAEIRDFRKMVRSALSEVRRI 240
NTDB id 130 BSU 35500 NP 391430.1 LADAQAKQDFGLRIIEAQEEERKRVSREIHDGPAQMLANVMMRSELIERIFRDRGAEDGFQEIKNLRQNVRNALYEVRRI 239
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NTDB id 258036 CWI35 RS12195 WP 023633632.1 IYDLRPMALDDLGLVPTLKKYLQTTEEYNKGVHISFVHIGE..EIRLPSRMEAAVFRLVQESVQNALKHAEARHIDVKME 318
NTDB id 130 BSU 35500 NP 391430.1 IYDLRPMALDDLGLIPTLRKYLYTTEEYNGKVKIHFQCIGETEDQRLAPQFEVALFRLAQEAVSNALKHSESEEITVKVE 319
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NTDB id 258036 CWI35 RS12195 WP 023633632.1 VTCHHLLVSVKDDGKGFDPSV...KKENAFGLIGMRERVELLGGTLDIRSKIGSGTTVFIRVPLDRSTDKTNKEERKR 393
NTDB id 130 BSU 35500 NP 391430.1 ITKDFVILMIKDNGKGFDLKEAKEKKNKSFGLLGMKERVDLLEGTMTIDSKIGLGTFIMIKVPLSL............ 385
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