
logo MGSALERFLLVGRSGSGKTAKLVCI ILENES IQRDREQLQRERADPFKGKRAP I IVFYLVPDEQMTFLQCMEYAELAIHKTEPDGMVGGMIRAQVFSFSTRLAWRVLQEHTG
NTDB id 258020 CWI35 RS06770 WP 286365221.1 MSLRFLLGRSGSGKTAVCLEEIRRQLQEDPKGRAIVYLVPEQMTFQCEYALIHTEGVGGMIRAQVFSFTRLAWRVLQETG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus ! !!*!!!!!!!! *** ! ! ! !**!**!!!*!!!! *!! ! *!* *!!!!!!!!!!!*!!!!!!!!*!!
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 GMTRYHIHDVGVQMMIRKIIEQRKQELKLFGRAADKHGFIEQLNEMITECKRYCLTPGELRRHAKAFEDGPSQPGRRLLA 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESG.TASEYRGERVLS 159
consensus !!*!**** !!!!**!!*!! *!!! !** *! !!*!! !* !*!!*!!!!! ! **!!*! * ** *! !*!
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 DKLSDVALVYEELERSLIGHYLDSEDYLRLLAEHIPRSSYLRDADIYIDGFHHFAPQEYMIIEQLLRHCRRVTVCLTIDR 240
NTDB id 120 BSU 10620 NP 388943.2 EKLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADK 239
consensus *!!*!* **! *!*!! *!!*!!!!! !!!!!!! ** !*!!*!!!**! !!!* **!!!* !* **! *!! !*

logo PSYDYDEGREMPDHELEHLFRYLMPTAGKQTYRYQRLHREQKLAKLESLNDNI
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 PYDDGMPDELHLFYLPAQTYRQLRELALSNDIAIEEPIVLSANRRHEDRALVHLEAQFHRRPLLPYGAKTDAVHLYEASN 320
NTDB id 120 BSU 10620 NP 388943.2 PSYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAAN 319
consensus ! * !*!!*!! *** !! !* ! * ! * * !** * ! !!!!!** !! *!!* ! *!*** ! !
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 RRAEIEAVAREIIRLVRDEGARYRDIALIIRQTEAYRDLVKTVFFDFGIPYFMDEKEPMHHHPLIELVRAALETVVTRWR 400
NTDB id 120 BSU 10620 NP 388943.2 RRAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWR 399
consensus !!!!*!**!!!!* !!!* ! !!*!*!** !!*! !*!*!! !! !* !!!!*! ! *!**!!!!! *! !* * !!
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 YEAVFRAVKTDLLFPTDGDLHMWREAADKLENYVLAYGIKGDKWTNNERWAYRRYQALDGLNVPQTDEERQFEDMLNEWR 480
NTDB id 120 BSU 10620 NP 388943.2 YEAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDD.DFAQTDQEIEMENMLNDTR 478
consensus !!!!!!*!!!*!!!! * * !! ! !!!!**!!!!!!!*!! *!* !!!* !! * *!!! ! ! !!!* !
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 EALAAPLRRLERRLRRAEDGRGFCMALYLFLEELQIPKKLEKMSAQAEADGRLVEARQHEQAWNAVVDLLDQYVEMLGTE 560
NTDB id 120 BSU 10620 NP 388943.2 DWIVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDD 558
consensus * * *!! ! *!***! * !!! *!!! *! !!* !! !!!**!! !! !!! !!* !!* *!!!*! *
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 SLPLAEFVKIIEAGLDRLEFSLVPPAMDQVIVAQLDRSRLIDIKYAFVIGANDGVIPAKVKEDGLMAEVEREQLRELGVA 640
NTDB id 120 BSU 10620 NP 388943.2 EISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVE 638
consensus **! ! *!!!! * ! !!!*!!!*!!! !***! !!* * !!*!!!!!!*!!** ! !** * *!! !* *!!
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 LAPGGREQLFYDPFFVYLALVCPSRRLYVTYPLADGEGKALMPSPLIKQLTELFPHAPVHLCGNDPFDAPAEKAEAFVTA 720
NTDB id 120 BSU 10620 NP 388943.2 LSSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVN 718
consensus ! *!!!! ! * ! *!*! *!! !!!!*!!*!!*!!! !*!!***! ! !!!!!** *!* !*! * ! *!
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 PRATQTYLISQLRAWKRNYGIDPLWWDVYNTFIGHRDWKEQVRHAVSALFYTNGATPLKKQWSQRLYGKKIQASVSRMEQ 800
NTDB id 120 BSU 10620 NP 388943.2 KSVAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRL.QSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMET 797
consensus * !** !!!! ! ! ! ! **!! !! * * ! *! ** ! !!* ! *! * ! !!! *!!*!!!!!!
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 FQKCPYAHFASHGLRLKERNVFRLEAPDVGQLFHAAIKQIADRLREQHLDWRELSRPDCERLSAEAVERIAPLIQQQVLS 880
NTDB id 120 BSU 10620 NP 388943.2 FNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILL 877
consensus !* !!* !!!!!!!*!!!!* !*!!!!!*!!!!! *! ! !!!!!!*!!!!*!*** !! ! *!!!!*!! *! *!
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VLSEHAKRASGFVP IGLELGSFGGPKNGDPLPPLRTFQRLKPDNGCTTVMELVGR IDRVDKAESSKQGLVLL
NTDB id 258020 CWI35 RS06770 WP 286365221.1 SSHRYEYMKRKLKHVVARTTHVLSEHARASGFVPIGLELSFGPNGDLPPLRFRLPDGTVMELVGRIDRVDKAESSQGVLL 960
NTDB id 120 BSU 10620 NP 388943.2 SSNRHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLL 957
consensus !!*!* !*! !! **! ! ***!!!!!*!!!!!!!!!!! !!* !*!!!! ! !* !* !!!!!!!!!!!!!!!! !*!!
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 RIIDYKSSAKTLDLTEVYYGLALQMLTYLDIVLTYAEQLVGQPALPAGVLYFHIHNPIVQAKQWVDDEVEMAKKLLEPFR 1040
NTDB id 120 BSU 10620 NP 388943.2 RIVDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLG.LDEIEQEIFKKFK 1036
consensus !!*!!!!! ! !!! !!!!!!!!!!!!!!!* *!* *! *! !!!!!!!!!! !**! ** * !* * *!*
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VRLMDGTRTLTEQDEGQRSWNSL I IVNPAGQLKTKDSGS ILHRSDRSASAVAVGSEPKSDEFADALLRTKQHVRRLTF IQDEAIGEGQIATDGRVVS IAEPYKLM

NTDB id 258020 CWI35 RS06770 WP 286365221.1 MRGLLLADVEAIRLMDGRTEDGQWSLIVPAQLTKSGSIHSRSSVASPSDFAALRQHVRRLFIDIGGQIADGVVSIAPYKL 1120
NTDB id 120 BSU 10620 NP 388943.2 MKGLLLGDQEVVRLMDTTLQEGRSN.IINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKM 1115
consensus !*!!!!*! ! *!!!! *! *!**! ! ! !!**! ! * *! ! !!!! ! * ! !! !! !!! !!!*
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NTDB id 258020 CWI35 RS06770 WP 286365221.1 KDKTACEFCVFKPVCQFDEALSGNEYRKLAPQTKEAVIEKLAEGKEG.... 1167
NTDB id 120 BSU 10620 NP 388943.2 KNKTPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus ! !!*! *! !!*!!!!!! ! !!!!*! * **! * *!****
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