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NTDB id 258019 CWI35 RS06765 WP 119877622.1 MNATIRPKPAGSRWTDEQWKAIAAGGRDILVAAAAGSGKTAVLVERIIQKVTAEEGAVDIDRLLVVTFTNAAAAEMKARI 80
NTDB id 119 BSU 10630 NP 388944.2 ...MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRI 77
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 GEALERELAKRPHSLHLRRQLSLLPRAAISTLHSFCLDVIRKYYYLLDLDPSFRIADETEIELLKEDVLEELLEEEYGKP 160
NTDB id 119 BSU 10630 NP 388944.2 AEALEKELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKG 157
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 DNERFFAVVDAYTGDRSDAELQEMIVALYEFSRSHPEPDEWLAGLTSMYDVDERTDIKTLPAARYIAQHAAMELAAARRL 240
NTDB id 119 BSU 10630 NP 388944.2 E.KAFFELVDRYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEK 236
consensus ** !! *!! !! !!*! *!! ** *!!*!!!!! !* !! **!!! !** ! !! !* * !! ! *!*

logo

I
L
L
RRALELATEKAEPGGPARPRYADENRFLLRDEDLRADMQIADDELEIQTRHLQSDGDPFWASELHYKRARLVKPALVSFGKRALKPACVKRGDKDEFYDEPARL ILDEAKTDSLRDNGQAKKKL

NTDB id 258019 CWI35 RS06765 WP 119877622.1 IRRALELAEEPGGPRPYAERLREDRDMIADLETRLSGPWAELHRALKALSFGRLPACRGKDYDERLIDEAKSLRDQAKKK 320
NTDB id 119 BSU 10630 NP 388944.2 LLRALELTKAPGGPAPRADNFLDDLAQIDELIQ.HQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKL 315
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 VEALRDNVFSLDPSVWLRHMREMKPIVETIANLVRRFAVMFQAVKREKGIVDFSDLEHYCLHILRRRDPETGEWQPSPAA 400
NTDB id 119 BSU 10630 NP 388944.2 LEKLKTDYFTRSPEQHLKSLAEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAE.NDKGEREPSEAA 394
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 LEYQAQFDEVLVDEYQDTNLVQEAILQLVKKGSERTGNLFMVGDVKQSIYRFRLAEPMLFLDKYKRFTADGEEGGMKIDL 480
NTDB id 119 BSU 10630 NP 388944.2 RFYQEQFHEVLVDEYQDTNLVQESILQLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDL 474
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 ASNFRSRREVLDGTNFLFAQLMGETVGEMVYDEAAQLKYGADYPEGEDAAPEVMIINRQRAAEEDEEEAAEWEAAELEAR 560
NTDB id 119 BSU 10630 NP 388944.2 NKNFRSRADILDSTNFLFKQLMGGKIGEVDYDEQAELKLGAAYPDNDETETELLLIDNAEDTD.ASEEAEELETVQFEAK 553
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 LMAKKIKEIVSAPFYVYDRPSGQPRRAMYRDIVILVRSMTHAPQMIEQLQAQGIPAAADLSSGYFQATEISIMLSLLKVI 640
NTDB id 119 BSU 10630 NP 388944.2 AIAKEIRKLISSPFKVYDGKKKTHRNIQYRDIVILLRSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKVI 633
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 DNPYQDIPLAAVLRSPLFRFDENELAMIRLADPKGTFYEALCSFRQKPAETEEEANAQRKAAAFLERLEGWRTMARRRSL 720
NTDB id 119 BSU 10630 NP 388944.2 DNPYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGDRS...DELYQKLNTFYGHLQKWRAFSKNHSV 710
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 ADLIWLLYRDTQFYDFVGALPGGRQRQANLRALYDRARQYESTSFRGLFRFLRFIERLQERGDDLGAARPLGEQEDVVRI 800
NTDB id 119 BSU 10630 NP 388944.2 SELIWEVYRDTKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRL 790
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 MTIHSSKGLEFPIVFLAGLARSFHTRDLHHPYLLDKELGFAARFVHPRLRISYPTLPLLAIQTKKRLELLAEEMRILYVA 880
NTDB id 119 BSU 10630 NP 388944.2 MTIHSSKGLEFPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRRELLSEELRVLYVA 870
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 LTRAKEKLYLLASVNDAAKEIEKWKSAASERGWLLPDDVRASARSYLDWIGRALIRHRDGGALAGMKAPEEVASHPSVWR 960
NTDB id 119 BSU 10630 NP 388944.2 LTRAKEKLFLIGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHRDLGDLAGVPAHADISGHPARFA 950
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 VSIVPAADLRGAEA.AREEMDGGVLLALEQGRPVPVEGGWRKEVKRRLLWRYSYEKETAVRAKQSVSELKEHRVLFGEQA 1039
NTDB id 119 BSU 10630 NP 388944.2 VQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQIRTKQSVSEIKRKREYEDEYS 1030
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 DEWRP.RQGTAPVFSRPRFMQEKTLTPAEKGTALHIVMRHLDLQAPLDESSIRSQIVRLVEKELLSAEQAEVVDPAAIAA 1118
NTDB id 119 BSU 10630 NP 388944.2 GRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKELLTEEQKDAIDIEEIVQ 1110
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 FFTADLGRRLCAAREVHREVPFSLGLKAAELYGGEGTESGRRVLVQGVIDCVFVDECGYVMIDYKTDEVVHRFAGQKEEA 1198
NTDB id 119 BSU 10630 NP 388944.2 FFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDA.HEADEPLLVQGIIDCLYETEDGLYLLDYKSDRIEGKFQHGFEGA 1189
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NTDB id 258019 CWI35 RS06765 WP 119877622.1 ARFLLGRYGTQMRLYRRAIEQIWRAPVAECYLYSFDGGFVVAVE 1242
NTDB id 119 BSU 10630 NP 388944.2 APILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL. 1232
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