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NTDB id 257941 CWR61 RS04310 WP 080699838.1 MPMFSFFKKKSPPPAAPAQPAPPPEA...VDAGSAE......PAQPQPAEP...........QSAPAPAAQPAPAPAPQP 60
NTDB id 1118 NGFG RS11455 WP 003696286.1 ..MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSE 78
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NTDB id 257941 CWR61 RS04310 WP 080699838.1 EPQPQQPPEPAPPAVAPPVAEPLA..PAAAAPEAPRKASWLSRLRQGLSRTG....QNIGGLFVGVKVDENLFEELESAL 134
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVL 158
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NTDB id 257941 CWR61 RS04310 WP 080699838.1 IMADAGIEATEKLLAALRARVKKERIDDPAQVKTALRQLLADHLRPLERSFDLG.RAQPLVVMIAGVNGAGKTTSIGKLA 213
NTDB id 1118 NGFG RS11455 WP 003696286.1 ITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLA 238
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NTDB id 257941 CWR61 RS04310 WP 080699838.1 HTFQRQGASVLLAAGDTFRAAAREQLVEWGSRNNVTVISQDGGDPAAVAFDSVNAGRARNAGVVMVDTAGRLPTQLHLME 293
NTDB id 1118 NGFG RS11455 WP 003696286.1 KYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLME 318
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NTDB id 257941 CWR61 RS04310 WP 080699838.1 ELKKIRRVIGKAEATAPHEVLLVVDGNTGQNALAQIRAFDAAINLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPIPVYWI 373
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYI 394
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NTDB id 257941 CWR61 RS04310 WP 080699838.1 GVGEGLEDLQPFVADEFAAALLAD 397
NTDB id 1118 NGFG RS11455 WP 003696286.1 GVGEGIDDLRPFDARAFVDALLD. 417
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