logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028
1168
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

TT RS08215 WP 011173991.1

consensus

A1552VC RS11070 WP 000957200.

1

1

1

sSwvLTi DKRLOCAALLDACLLTDEELRQRRALERHREWV SLAEVLVD LLSERRIAQT | EDRF 1 LVELHRVE I KVvK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK

ALLPAEKAKELKAI FALDEEACVWVRVAFLNILDTLSLEEVEDL'I LVWVWVWEN'YQT TKSAFLYALAKHYI"ELCLIWV
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG

ECOKDLKLCELLLQK | SREALEEALVEREK DLLORILVRKCLIFEEALYRALAEQRKCLEFLESTE IVEDFPSAALLL
EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL

LRSDALRYCAV 1 FOQNCEVEVVLSD "RHKEAVAQL LNRI"TARFYLAL QLAWEE L FRRAY ! "QKNRL EVILVQECKLSREAL
LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL

[eNoNoNoNoNoNoNoNe]

—-
(&)
o

[eNoNoNoNoNoNoXel

N
N
o

[eNoRoNoNoNoNoNel

w
N
o

[eNeoNoNoNoRoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RS07725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RS07725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028
1168
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

TT RS08215 WP 011173991.1

consensus

A1552VC RS11070 WP 000957200.

1

1

1

1

st VeR Y. o empen cetteaisuomlvasc kot L a8 PP O

~h

KEALEVQKGLPRAKPHEGEBRJELGHMARPEDVEEANQKQERGEGREEDTE QS.K.RPEALA ABETQLEYRYMBPEEDPP
........... RQAE/MESATQEQAVMTQVSASETSHPEAMEELSTFHAQEMTIHQMSH IFEMSE ThilS Ri@ Y
........... RQKGMNTFSQEESL EQV AS[EIS

........... RQAGEBTFSQEESL EQV ASEISHP AL SSEFFQSHEWTHHEES Vigells C T SIBN Qg Y

CJUTLGLALA. ...
CWJUSVGLLRI. .. n ..
‘.MALATEEYRLQGIGQ
. JUISALHTSPKFMGFFRR
.WISAFTTPPKF@GFIRR
* ok kokx

APAL

QNQ
LEK

Ast 2 viE, | RUsab LRR Né;L

DPGAPL

LCRRYG FPHRLEGNRL
GLR IMETIYD AJRZERA
GLRENME T8N AJRARH
GLREBIMT]58:IN AJRARN

cQQ
cQQ
CQT

N
S
S

SRMPSA SGNREFHAHR LPL
HRMLMG
IT PVN NEK
PKDIMMD QK
ILFLKDK DEK

* ok * kk Ik kkx

etk E R0gel £Po S0

SN

GAANQG. . ISQDELANL
HEKSGL. .
QEKSGL. .KIRINQDEIJAGL

FDFNDE.
FNFDTE..

IRD VN
DVE

,QgéﬁRLégB K S |-D

LA)\/\ DoAY

GPTAQE
PHTT.D

VAQ

YSTLPKGALNA TB VAR MGGL I EKR
TQ PASHLSRRLAIRIK iS LDI

13RI
RIK |#S LDI E R
(N PPREILSIRL BRIK |#S LDI E R
NiPPIRe] 3 A RIKV|ES LDISEKR
I PPp¥ IMENLA RIKVMS LDISEKR
IWiPPIRLEER [ARIKVMSYLDISE R
I\ PPIMNLESYRLA R KVMS[N DISEKR
LUNPPIMRLEWNRLA R KVMS[N DISEKR

* D okokokk ok ok Dok |k |

TQERHNHIHS RIS

. TVEQAEHYYNESQA[EKE
DKTKAIELHKLAAAEKIS

EEKHMSAATMQTA
EEGY NAQNMQQA EKA

)

5P

U

..... SAREKKTQ
PMLFSDGV SPKSIWA LR VIZS Y S IBNARHMPR
KNK IBEAEQIFAL T ABQ NZEM N C IPV
RAKQDT, AYL EEVHEEP S LINNS T A EVEIY Y FAD VEI T
KFKQD PY? DNFS Si3Ry AEM SIRAFGlaP DL I3

PEA)® SSiFFlSSELAEH (S TS O PEIRS QPR Y

GS[ETMSIAHDERAVF AJD KM QIR L B8 S EN(N L
DAA

* % ok *

* % *kk ok * %

VELy Bl e e

ERFERAEL
RR SIQ
RR SLE
SLG

RSAGEALG
GSHST

INpeheDeiRFAT

/\»RK LN k

KIDJZ RV LSS BN L J\NLKRKGLNYE

GAPAMATEAA
3 GRFA G LvENY I HRALQAA
9D JJRFA Gl QAL ABFREMS T A
9D IJRFA G QAL ABFREMT A A
LIZVER HDKMMKH

AVANL DDQIRAG
TDKIRS A
HHKIREK
HDKLER

* % %

DN LTAKE

GQHEAEES

SEH VEETH
* % % X

Kk Kok ok ok ok Kok Kok

e D VRE I Oy BraASDlHFE R o5

SEIAKEFA ............. KKQABEBEVPSPLELES AA QMK QEEREAF L Q DI TIAZREN D V QU LIERIE AR P
KVSDD LQSI IMMIND BPVSJRFIN[N L DA RINGASDIHFEPYERNNYR RIMR[®
INQEELASL VGAD I NI DLSQDESPVSR INN L DA RIMGASDIHFEPYE}GHYRVRIHR[e
IGED I NIEDLSQIASIAUS|INENQ
L KNALPTPTAQKM EYDPVAAASARKVPGANDI)

.LQELGEGQ......... EEESHTLYIPNEEA
QGLSEYVEDSGDLEG EISA DEDQDIDTATSVTD

L DA RJSGASDIHFEPYERNNIYRVRIRR{®
PVlURF K L AE IWIGASD HFEP E)I@3YR R
PVIERFIBKPLEDA REJGASDIHFEJYEERWAR R
P | F NK L. DA RMNGASDIHFEPYEIA®YR R
APQGDE P W INK L DA RNIGASD HFEPYEJ®YRVR
DKLKDE P ] INK L DA RNSJASD HFEPYEISSYRVR

* ko kokokokokokok ok ok |k [ * 1

Misss . o DRRISTLTLE Hl psssh

DG L|YE
DG LpE

TRl lel *

PQDGR KL
PQDGR [L
PQDCEZK XK S
PQDGRIKLK S
PQDGRIKLK S

f¢ [ DFRVSTLPTLFGEK V R
§ AIDFRVSTEPTERIGEK V R

NEEIEIEY

480
144
144
144
142
143
152
152
1562

547
222
222
222
220
212
231
226
226

616
292
292
292
300
283
301
296
296



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RS07725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RS07725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1028
1168
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
25793 RMET RS15565 WP 011517604.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

TT RS08215 WP 011173991.1

consensus

A1552VC RS11070 WP 000957200.

1

1

1

1

90 oS TV sl PGk QK

NISTAEDPVEINLH

E\-D Qg\. RS Q

PN

GINQV V PK G

NISTAEDPVEINLEGINQV V PK G

NISTAEDPVEIFLPGINQV V PK G

NISTAEDPHEI LPGINQVNVN I
A

NISTAEDPVEIJ{ PGINQVN NPKL

1L
L
IL
IL, NI TAEDPEEINLPGINQVNVN
L
1L
L
|

kokok o ok Dok | okok

IACEFAIMALRSFLRQDPD MVGEIRDLETAEIA KAAQTGHLVLSTLHTNSAAET Ji

IPEEAIMALRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET

JPEFAIMALRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET

LTFA AL SFLRQDPD IMVGEIRDLETA I IKAAQTGHLVLSTLHTNYA

LTFA AL SFLRQDPDIIMVGEIRDLETA IAIKAAQTGH VgSTLHTNA

ISRE ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLIRLVNMG Iy FNIASSV LITIAQRL
LTFA AL SFLRQDPDIIMVGEIRDLETAEIAIKAAQTGH V STLHTNSAJETL RLJUNMGV)y FNIA SVIJL IAQRL
Pl Dokokokokok | M

................... Dlokskokskokokokokkok | 1)

ARB\L E L?ﬁ gH-w\EILQE;AEEEQLA

el 0 1 RV comersenl inont)
.G

ARNX CHEEEREG G TR Y

. . YEANAA[E®N BeGYSIGRUGIYEVMENIENE

s »K IR

e

KE@ARRK 889
ERBVAKAN 562
EKBATAN QGITSIgE RViWe3 561
EKIWATAN QGITSIgYE RVIRey 561
AEQERKE QG TSLIFEVIR:SITINY 573
LDWAYKE HIQGITSLINE VIR T 558
LKIAQSE 574
AAASEKL 570
AATRETL 570

* [

Kk ok Dk Dkskk Dk lkx Pxkkkx *x

696
372
372
372
380
363
381
376
376

776
452
452
452
460
443
461
456
456

853
526
525
525
537
522
538
534
534



(>4 S

non conserved
similar
>50% conserved



