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ML
M
E
KENPQSFLKEQI ITYLGNKRASLLDSFLNSKNGFKFVAKQKNELGKKDEKFSFCDI

VFSGSGVVSRFAVKAPHYASNSFYI ILANDLEDYSKI
L INE

NTDB id 25784 CLA RS00155 WP 012660784.1 MLEENPQFLKEQIITYLGNKRSLLDFLSKGFKFAQNELKKEKFSFCDVFSGSGVVSRFVKPYASFIIANDLEDYSKIINE 80
NTDB id 1222 CJJ81176 RS01050 WP 002854420.1 .MKENPSFLKEQIITYLGNKRALLSFLNNGFKVAKKELGKDKFSFCDIFSGSGVVSRFAKAHSNYILANDLEDYSKLINE 79
consensus ** !!! !!!!!!!!!!!!!! !! !! !!! ! !! !*!!!!!!*!!!!!!!!!! !** *!*!!!!!!!!!*!!!

logo CYLASNKQDNEKDHLLQENI
L
K
QKYYKFNL IQTDNLDKFLKQKGF I SELYAPKNDDDKDNIKQKNERVFYTFLKNALMYLDTI

MREQKI ESNE I
LPKNENLMQRHKFYF IL

NTDB id 25784 CLA RS00155 WP 012660784.1 CYLSNQNEHLLQELQKYYKFLITDLKLKKGFISELYAPNDDKNIQKNERVFYTLKNAMYLDTMREKISN.LPNNMQKYFL 159
NTDB id 1222 CJJ81176 RS01050 WP 002854420.1 CYLANKDKDLLQNIKKYYKNLIQNLDFQKGFISELYAPKDDDDIKKNERVFYTFKNALYLDTIRQKIENEIPKELRHFFI 159
consensus !!! ! *!!! * !!!! !! ! !!!!!!!!!! !! ! !!!!!!!! !!!*!!!!*! !! !**! * **!*

logo APL IYEASVHASNTSGVFKGFYKDGKDNGIGKFGGEIGEQNALKSR IKGDE I ELKIP I
VFSNFSTCEFYEVLMQKDANI

MLAKELDNDFFIDVVY
NTDB id 25784 CLA RS00155 WP 012660784.1 APLIYEASVHANTSGVFKGFYKDKNGIGKFGGIGENALSRIKGDIELKIPVFSNFTCEYEVLQKDANILAKELNDIDVVY 239
NTDB id 1222 CJJ81176 RS01050 WP 002854420.1 APLIYEASVHSNTSGVFKGFYKGKDGIGKFGGEGQNALKRIKGEIELKIPIFSNFSCEFEVMQKDANMLAKELDFFDVVY 239
consensus !!!!!!!!!! !!!!!!!!!!! ! !!!!!!! ! !!! !!!!*!!!!!!*!!!!*!!*!!*!!!!!*!!!!! !!!!

logo LDPPYNQHPYGSSNYFMLNL IANYKKPENE I SKI SG IPKDWNRSTVFNKHSKFHAEQDALFYEL INDI
LKAKR I

V
I
VLLSYNCEGFVKKE I

K

NTDB id 25784 CLA RS00155 WP 012660784.1 LDPPYNQHPYGSNYFMLNLIANYKKPNEISKISGIPKDWNRSVFNKHKHAEDALYELINDIKAKIVLLSYNCEGFVKKEK 319
NTDB id 1222 CJJ81176 RS01050 WP 002854420.1 LDPPYNQHPYSSNYFMLNLIANYKKPEEISKISGIPKDWNRSTFNKSKFAQDALFELINDLKARVILLSYNCEGFVKKEI 319
consensus !!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!*!*! !!!*!!!!!*!!***!!!!!!!!!!!!!

logo FLKRLQSKTFLGKCER I LEQKYNATFRASRNLKSKNRNS IMHI
L
H
QEQLYI

VLKVKNY
NTDB id 25784 CLA RS00155 WP 012660784.1 FLKRLQKFGKCEILEQKYNAFRASRNLSKRSMHIQEQLYVLKKY 363
NTDB id 1222 CJJ81176 RS01050 WP 002854420.1 FLKRLSTLGKCRILEQKYNTFRASRNLKNRNIHLHEQLYILVKN 363
consensus !!!!! !!! !!!!!!! !!!!!!! ! *!**!!!!*! !

X non conserved
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X ≥ 50% conserved


