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NTDB id 25783 RMET RS05245 WP 011515834.1 MRAVLLAFVVGCWWLQQQAALPGPWDWVVWGCFALVGLFGVWGVRGRGARWVVWARWLVSLSIAAIVGLGWSAWRADMRLGAWLD 85
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMA....LLRRGARLPRLV.PVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
consensus !!!*!**!! !! !! *!!***! * * !* *!*** ***** !!!! * **** * !!* ! !!! !!! !! !

logo PASLWAEGKRDI
Q
I
R
A
I
D
TGVVASEGLPDEAVATEPDHAGTRFLFRTI

VESGSADASGDGAVAMGDRHAGVAPLSTAPLVPPRVLRLSTWRYGLRSWHERQREAEAATDRRAD
NTDB id 25783 RMET RS05245 WP 011515834.1 PSLAGRDQIIDGVVSGLPDAAPHGTRFLFTVESGASGGVAMGDRHAGVAPLSTAPLPPRVLLTWR...................D 151
NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDA................VPPRVRLSWYGLRSWHERQREAEAATDRRA 149
consensus ! !*! !!! !!* ***!!!!! *!! ! *****************!!!! !*! *******************
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NTDB id 25783 RMET RS05245 WP 011515834.1 PPEVLQPGQRHRLTVRLRRPRGLANPHGFDYGYWLLAEGIGATGYVRHGQLL......NRDAAMPLSIRITQWRAGLRDRLWAAL 230
NTDB id 1426 RS RS05575 WP 011001070.1 GIPDLQPGQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAAL 234
consensus *** !!!!!!* !!*!!*!!* ! !!*!!! ! *!!* * ! !!! *! ****** !!* ** *!* !!!**! *! !!!
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NTDB id 25783 RMET RS05245 WP 011515834.1 PSDAQYRAVLVALVIGDQRGIGQADWDVFRRTGISHLVSISGLHITMISGAVAALAGMLWRHSFGIGRKLRRPLPLIWPAQKVAM 315
NTDB id 1426 RS RS05575 WP 011001070.1 PE.ARYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGA 318
consensus ! *! ! *!*!!!!*!!! !!*!!!!* !!!!!!!!!!!!!!!!!!!! ! *!! !!!*!!!**! !! !!!! !!!* *
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NTDB id 25783 RMET RS05245 WP 011515834.1 VVAVQTALGYGLIAGMQIPALRTVSMLMVAAVALWSGRMPPPTVVLAWAAGIAVAIDPWAVMSPGFWLSFGAVAVIFLGARGDGS 400
NTDB id 1426 RS RS05575 WP 011001070.1 VAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAA 403
consensus ! !* ! *!*!*!!! *!! !!* !! !!! ! *!*** !*!!!** *!!!!!!!*! !!!!!!!!!!!!*!! *
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NTDB id 25783 RMET RS05245 WP 011515834.1 GDGGAVEERQADPKSCVSRCVSRWVSRIGGVAAEAARTQWSVTIGLVPLTLLLFGQVSVVSVFANAVAIPVVSLLVTPLALAGAV 485
NTDB id 1426 RS RS05575 WP 011001070.1 DARDDVR.............RPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA 475
consensus ! ************* * !* ! !!! ! !! !!*!!!!!!! !!!!!! !!!*!!!!!! * !!!!! !
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NTDB id 25783 RMET RS05245 WP 011515834.1 LPPGWAAPLLWIAHKALEWLVGGLAWLAAPAWAVWEAAHPGPVATGLALAGVYVLLIPRPSDAKGARRVQIVPRWLGVLLMVPML 570
NTDB id 1426 RS RS05575 WP 011001070.1 LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWA.......WRAQGAVLLLPML 553
consensus !!**! !*! !* !!** ! !! !* !! !***** ! !!!* !!**!!*! * ! *********! ! *!**!!!
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LDMTLMVVSHEDHDSDHAGGTVEATVLM

NTDB id 25783 RMET RS05245 WP 011515834.1 SAGPEPVEEGEMRVTALDVGQGAAVLVETRRHVLLYDTGPSYVSGASAGGQVIVPYLRATGVRHLDMLMVSHEHDDHAGGVEAVL 655
NTDB id 1426 RS RS05575 WP 011001070.1 LARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
consensus ! ******!! !* ! !*!!!!! !!!! ! !!*!!!! ! !* !!!!!!!**!! **! !*!!!!* !!!!! ! !*
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NTDB id 25783 RMET RS05245 WP 011515834.1 QAVPVARGLTAEGPGNKPL.PGLLQGRAWQPCLDGVAWRWDGVDFEVLHPTEEGLARQRLSANARSCVLRVATAQRSLLLTGDIG 739
NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIG 723
consensus *!!! ! *!!* * *** ! * *!* ! ! !!!! !!*!*! * ! *! !!!!!!!!*! ! *! !!!!

logo

R
V
A
S
E
QEARARL IADASEALGPERLMRADFI LLVPHHGSGRTSSHSAGAFLDRAVQSAPEQVAVFQLVGFYARNRHYGRHPHREPDQVWQRRYAGARARGAIAERLYRTDAETGAVSVI EV

NTDB id 25783 RMET RS05245 WP 011515834.1 VSEERRLIDSELGERLRADFLLVPHHGSGTSSHAAFLRAVQPEVAVFQLGFANRHRHPREDVWRRYARAGAARYRTDETGAVSIV 824
NTDB id 1426 RS RS05575 WP 011001070.1 RAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIE 808
consensus ! !! ! *!!! !! !!!!!!!! !!!**!!! !! * !!!!!*!* !!* !!** !! !!* ! ! !!! !!!! !

logo TGRGDGADLYAVVRTSTAFRQSMQQRPRRYWRSDSALPEPAVAPARLAETTEPTGAQP
NTDB id 25783 RMET RS05245 WP 011515834.1 TGGGDYVVTSFRQQQRRYWRDAPPAPR............ 851
NTDB id 1426 RS RS05575 WP 011001070.1 TRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus ! ! ! * ! *!!! !** * ************
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