logo

NTDB id 257817 CWI22 RS25270 WP 016253893.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 257817 CWI22 RS25270 WP 016253893.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 257817 CWI22 RS25270 WP 016253893.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 257817 CWI22 RS25270 WP 016253893.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 257817 CWI22 RS25270 WP 016253893.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 257817 CWI22 RS25270 WP 016253893.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 257817 CWI22 RS25270 WP 016253893.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

AL R AL LRLT LTI Sy YURIIOARL S

MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF

MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVENILVALFLPPSRQLLPIF
N

AT LU LA LRV LTTEELLS WA |

ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG
ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG
PELL e rrrrrrrrrrrnt

1L CRVRERTE AR VA e G LT LATRALLRITG A

TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG
TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSROQAILLANQAALGLLRQDDVQGASLG
PELE e rrrrrrrrrrrrnt

0 L RS TRV TSR D AR AL RUA

RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE

RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE
Prrrrrrrrr e rrrrr et rrr e rrr et et rrrnnd

ML AL TRRLTO R LV ENCLRRAE LA (ALK AL

IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND

IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND
| T T T T T T T T T T T O Y A A |

L AU DL LSRR VL (D AR

SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP
SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP)
PEL b e e b bbbt

TR LR YRR RN H

FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
PO

80

160
160

240
240

320
320

400
400

480
480



(>4 S

non conserved
similar
>50% conserved



