
logo MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPASEVKQDGTAVADAQLKYAFWVSAPTTSSGLL IDELTENTTDST
NTDB id 257627 CWI26 RS10185 WP 024377881.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPSEVKQDGTAVADAQLKYAFVSATTSSGLLIDELTENTTDST 80
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDST 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!

logo FGGMVDI SMFGYDGDERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGEPSFTINDYI FTIKSMASKDYTGI
VRFDDKFLN

NTDB id 257627 CWI26 RS10185 WP 024377881.1 FGGMVDISMFGYDGDRKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGEPFTINDYIFTIKSMASKDYTGVRFDDKFLN 160
NTDB id 463 GPW51 RS08685 WP 012775331.1 FGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLN 160
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo I EVGMDQEFVADGKTASDI SG I
LKKI

VDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK
NTDB id 257627 CWI26 RS10185 WP 024377881.1 IVGMDEFVAGTASDISGLKKIDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
NTDB id 463 GPW51 RS08685 WP 012775331.1 IEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
consensus ! !! !!! ! !!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IKE IVNGES ITYVPNEYFFKGTKTPKTSSLKIDIVSPDTIVSEMKAGNYDIADEMPVDQLDSYKDASNLNIVGQSLDESASYEYI
NTDB id 257627 CWI26 RS10185 WP 024377881.1 IKEIVNGESITYVPNEYFFKGTTPKTSSLKIDIVSPDTIVSEMKAGNYDIADMPVDQLDSYKDASNLNIVGSLDSAYEYI 320
NTDB id 463 GPW51 RS08685 WP 012775331.1 IKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYI 320
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !*! !!!!

logo SFNFGKYDEASAGKKNVMDENAKMNDVKLRQAIAYAIDTKTAGEKSLYNGLYHPAKNSL I I SFFGDIHDSELEGYSYDNPEKAKK
NTDB id 257627 CWI26 RS10185 WP 024377881.1 SFNFGKYDESAKKNVMDENAKMNDVKLRQAIAYAIDTKTAGESLYNGLYHPANSLIISFFGDIHDSELEGYSYDPEKAKK 400
NTDB id 463 GPW51 RS08685 WP 012775331.1 SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKK 400
consensus !!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!

logo LLDEEAGYKDVDGDGIREGKDGKAEFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID
NTDB id 257627 CWI26 RS10185 WP 024377881.1 LLEEAGYKDVDGDGIREGKDGKEFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
NTDB id 463 GPW51 RS08685 WP 012775331.1 LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
consensus !!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MYAGGWSTGYDPNPSTGLWGP IAAFNMSRFVSDENTKLLENAI SSATESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKS ITA
NTDB id 257627 CWI26 RS10185 WP 024377881.1 MYAGGWSTGYDPNPTGLWGPIAAFNMSRFVSDENTKLLNAISSTESFDDKKNVENYKAWQKYAHEQAFAIPTFESESITA 560
NTDB id 463 GPW51 RS08685 WP 012775331.1 MYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITA 560
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!



logo

L
VNKRVKNSYDSTKNYGSASGKTGI

LAFYEGNI ELTADKGVVAE
NTDB id 257627 CWI26 RS10185 WP 024377881.1 LNKRVKNYDSNYGSASGKGIAFENIELTADKGVVAE 596
NTDB id 463 GPW51 RS08685 WP 012775331.1 VNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus *!!!!! !!* !!!!!! !*!*! !!!!!!!!!!!!
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