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NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKE

NTDB id 615 LCA RS02545 WP 011374200.1 ........... 0. GQEMIACEIQEAARNABTQNNNY . . . SLPQIK RF LlV

NTDB id 593 KW2 RS05130 WP 021037147.1 .......... MN . LELENL)NEENRL, L)%K AFNNFTDQVNNE KL I} lAMTSVNAN

NTDB id 257602 CWI26 RS02680 WP 024377223.1 ........... il . ELENKY IRNAK . . ..... .

NTDB id 277 KZH43 RS10090 WP 000867601.1  ........... MP DYLGRLFTENEL T EE [

NTDB id 236 SPD RS10765 WP 000867601.1 ........... MEKVN BYLGRLFTENELTEE FSs

NTDB id 202 SPR RS10250 WP 000867601.1 ........... MEKVN BYLGRLFTENELTEE .

NTDB id 167 SP RS11275 WP 000867616.1 ........... MEKVN BYLGRLFTENELTEE |

NTDB id 507 SM12261 RS09240 WP 000867722.1  ........... MEKVNIZYYLGRLFTENELTEE [t

NTDB id 535 SMSK321 RS10515 WP 000867726.1  ........... Wl . MUY LGRLFTENEL TIE . . .
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NTDB id 108 BSU 35470 NP 391427.1

NTDB id 615 LCA RS02545 WP 011374200.1 CLLIJ¢R VEGDWTV CHLFElNIPKTEHA

NTDB id 593 KW2 RS05130 WP 021037147.1 AN WIGIHL TIRWQEK S LEQ

NTDB id 257602 CWI26 RS02680 WP 024377223.1 BYGLKW GQLTI Q

NTDB id 277 KZH43 RS10090 WP 000867601.1 GAYYCRECLLMKRVRSDQ MADVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQYV

NTDB id 236 SPD RS10765 WP 000867601.1 GAYYCRECLLMKRVRSDQ MADVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQYV|

NTDB id 202 SPR RS10250 WP 000867601.1 GAYYCRECLLMKRVRSDQ MADVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQYV|

NTDB id 167 SP RS11275 WP 000867616.1 GAYYCRECLLMKRVRSDQ ADVLKWRGQLTPFQEKVSEGLLQEVDKQKPTLVHAVTGAGKTEMIYQV

NTDB id 507 SM12261 RS09240 WP 000867722.1 GYYCRECLLMKRVHSDQ

NTDB id 535 SMSK321 RS10515 WP 000867726.1 ..
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NTDB id 108 BSU 35470 NP 391427.1 ES A Q¢{L RYACHN TVAPKAAQG.D AIRYEGSDBKGRLSIFH

NTDB id 615 LCA RS02545 WP 011374200.1 IGMIHVCLA PR JIVCLELY|JRLQEVAF PRSI

NTDB id 593 KW2 RS05130 WP 021037147.1 VLASPRIDVC ELBNRLEDF CILLE

NTDB id 257602 CWI26 RS02680 WP 024377223.1 .

NTDB id 277 KZH43 RS10090 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQ DFSC .

NTDB id 236 SPD RS10765 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQ DFSC NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 202 SPR RS10250 WP 000867601.1 VAKVINAGGAVCLASPRIDVCLELYKRLQ DFSC NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 167 SP RS11275 WP 000867616.1 VAKVINAGGAVCLASPRIDVCLELYKRLQ DFSC NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 507 SM12261 RS09240 WP 000867722.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFP

NTDB id 535 SMSK321 RS10515 WP 000867726.1 NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFP
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BSU 35470 NP 391427.1
LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

BSU 35470 NP 391427.1
LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

BSU 35470 NP 391427.1
LCA RS02545 WP 011374200.1
Kw2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1
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YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWLPRRFHGNPLIIPKP WLSDFNRYL

YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWLPRRFHGNPLIIPKP WLSDFNRYL
YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWLPRRFHGNPLIIPKP WLSDFNRYL
YVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVR GELKRLWNLPRRFHGNPLIIPKP WLSDFNRYL
YVDNPMLYHAVKNSVKENGLRIFLTATSTIELD KVR GELKRLBJLPRRFHGNPLIIPKP WLSDFN QL
YVDNPMLYHAVKNSVKENGLRIFLTATSTIELD KVR GELKRLSLPRRFHGNPLIIPKP WLSDFNRYL

* Pokosk skokoskkok | x kkkk k11 %k 5k 5k 5k %k >k %k *k k Poe b Dok Dok |k %k 5k 3k 3k 3k %k %k >k 5k 3k %k %k %k Xk % %

il éQBKIM L FesEle: el EEMALVSMEDR. KQ\./@AFRDLJVTW HFd
KAIEEQRK G PLLIFUNNEIRIKG FTKS KKTFPEEEIGFVSSQTE RLEMV IME T LISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD
SYIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD

SYIEKQRKTGYPLLIFASEIKKGEQLEI QEQFPNEKIGFVSS TE RLEQVQAFRDRELTILISTTILERGVTFPCVD
SYIEKQRKTGYPLLIFASEIKKGEQLIMEILQY FPEEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVD

* %k * | % % % | %% sk 5k 3k 5k %k %k %k 5k %k %k k %k * 5k k %k % % sk sk sk sk ok ok okosk sk sk skok |1 skosk sk k ok ok A R A B | *
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463
445
Q 430
VEVV ANHML TRSSL QI GRVGRSM RPTGHLNF H GEj| IjRKAIREIJMNKEAGHE S 430
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLN SIKKAIKEIQNIMNKEAGL 432
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLN SIKKAIKEIQNWIMNKEAGL 432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLN SIKKAIKEIQNIMNKEAGL 432
VFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLN SIKKAIKEIQNIMNKEAGL 432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQMNKEAGL 432
VEVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNINSIKKAIKEIQMNKEAGL 432
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X non conserved
B similar
>50% conserved

319
300
291
288
291
291
291
291
291
291

397
379
369
368
371
371
371
371
371
371



