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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 257548 CWR53 RS19970 WP 058638686.1 .MARGVNKVILVGTCGQDPEVRYLPNGNAVTNLSLATSEQWTDKQSGQKVERTEWHRVSLFGKVAEIAGEYLRKGSQCYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENS..GGAPYEEGYGQSQEAYQR..P.....AQQSRQPA..S 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENS..GGAPYDEGYGQSQEAYQR..P.....AQQSRQPA..P 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD...FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNG 151
NTDB id 257548 CWR53 RS19970 WP 058638686.1 EGKLQTREWEKD.GIKRYTTEIIV.DINGTMQLLGGRPQNQQGGGDPYNQGGG.......NNYNQGGGQQQYNQQPA..R 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ...GGMPAQ.G.G.......MNVPAQQGSWGQPQQPA..K 146
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NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATRPQ.....PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 257548 CWR53 RS19970 WP 058638686.1 QQAPRPQQQQRPAPQQPAPQPAADFDSFDDDIPF 182
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQSA...PQQYSQPQYNEPPMDFDDDIPF 177
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