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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 25730 CSAL RS02295 WP 011505758.1 .MARGVNKVILIGNLGQDPEVRFLPSGNPVCNLRIATTDSWTDRQSGQRQERTEWHTVVMFNKLAEIAQQYVKKGSRIYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQEA.............YQRPAQQSRQP 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQEA.............YQRPAQQSRQP 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGD.FGGNQGSGWNQ....APAQTNYNQGGYSDNYAQNNNF 149
NTDB id 25730 CSAL RS02295 WP 011505758.1 EGRLQTRKWQGQDGQDRYSTEIVAND....MQMLDSRSGQGG.DYAQPSQGAPQQGMGQPGGAPQQGGGYGQPQ...... 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQG.......GM....NVPAQQGSWGQPQ...... 142
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FDDEDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQE...APAAPR...RQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQE...APAAPR...RQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQK..........PAAQAEPPMDNFDDDIPF 180
NTDB id 25730 CSAL RS02295 WP 011505758.1 .GGPPPQQRPQQQPPQQGGQQDNYGAPNPGNFDDFDDEIPF 188
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .QPAKQHQPMQQSAPQQ.YSQPQYN....EPPMDFDDDIPF 177
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