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NTDB id 256995 RC54 RS21625 WP 082803155.1 MFSFFKRKPKPEAQPALPPQAEPAPAPAVPAP...VVPAATAPVAP.......AAT...ADIP......AAPVAAAPASQPAPPP 66
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQET.AAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSE.AGEAA 83
consensus !!!!!*!!*!*! ** **! * *!* !* *****!* *! ******** ! *** ******** *!! ! ******

logo EPRVAEASASKEAVAETVGEAEEVGVEQI
V
Q
V
A
EAPVAEPTATEPEAHKLRGSWALASRLKAQGLASKSTRSDSKMAKNSLATGTLVFGVGAGQRIDGEDLYEELESTAVL ILTVGSDAMGMVEAT

NTDB id 256995 RC54 RS21625 WP 082803155.1 EPVAAS.........EEEVEIVAAPEPAPEAKRSWLSRLKAGLSKTSS....NLTTLFVGARIDEDLYEELESALLVSDAGVEAT 138
NTDB id 1118 NGFG RS11455 WP 003696286.1 ERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEAT 168
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NTDB id 256995 RC54 RS21625 WP 082803155.1 QWLLAELKKKVKNERLTEAAQVRTALRTLLIDLLQPLQRPLVLDR.AKPLVMMIAGVNGAGKTTTIGKLALHLQAHGQSVLLAAG 222
NTDB id 1118 NGFG RS11455 WP 003696286.1 EYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAG 253
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NTDB id 256995 RC54 RS21625 WP 082803155.1 DTFRAAAREQLAVWGERNNVQVIAQESGDPAAVAYDSVHSAQARGTHVVMVDTAGRLPTQLHLMDELKKIKRVIAKAMASAPHEV 307
NTDB id 1118 NGFG RS11455 WP 003696286.1 DTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEI 338
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NTDB id 256995 RC54 RS21625 WP 082803155.1 LLVIDGNTGQNALAQVKAFDDALGLTGLVVTKLDGTAKGGILAAIAKTRPVPLYFIGVGEKIEDLQPFNATEFVDALLS 386
NTDB id 1118 NGFG RS11455 WP 003696286.1 IVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus **!*!*! !!!!* !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*! !!!!* *!!!!! !*!! !! ! !!!!!!

X non conserved

X similar

X ≥ 50% conserved


