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NTDB id 256952 CVO91 RS12910 WP 004195351.1 ..MEELRTLNISEIHPNPYQPRIHFDEKELLELAQSIKENGLIQPIIVRKSSIIGYELLAGERRLRASQLAGLTTIPAVV 78
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
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NTDB id 256952 CVO91 RS12910 WP 004195351.1 KELTDDDLLYQAIIENLQRSNLNPIEEAASYQKLISRG.LTHDEVAQIMGKSRPYISNLLRLLNLSSQTKQAVEEGQISQ 157
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
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NTDB id 256952 CVO91 RS12910 WP 004195351.1 GHARQLVSFSE.EKQAEWVQLILSKDLSVRTLEKLIAVNKKKHTKLKQRDQFLKEQEDSLSKTLGTATKIIKKKNGSGEI 236
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKK.EKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQL 239
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NTDB id 256952 CVO91 RS12910 WP 004195351.1 RISFNDLDEFERIINNFK 254
NTDB id 382 SMU RS09895 WP 011074697.1 KISFSSEEDFNRLMNKLN 257
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