
logo MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPASEVKQDGTAVADAQLKYAWVSPTTSSGLL IDELTENTTDST
NTDB id 256944 CVO91 RS10815 WP 002942321.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPSEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDST 80
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDST 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FGGFMVDIPSLMFGW
YDGDERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGEPSFTINDYI FTIKSMASKDYTGI

VRFDDKFLN
NTDB id 256944 CVO91 RS10815 WP 002942321.1 FGGFVDIPLFGWDGDRKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGEPFTINDYIFTIKSMASKDYTGVRFDDKFLN 160
NTDB id 463 GPW51 RS08685 WP 012775331.1 FGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLN 160
consensus !!! !!!**!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!

logo I EVGMDQEFVADGKTASDI SG I
LKKI

VDDYTVELTVKEMSPSMMYAGGDVPASYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK
NTDB id 256944 CVO91 RS10815 WP 002942321.1 IVGMDEFVAGTASDISGLKKIDDYTVELTVKEMSPSMMYAGGDVPSYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
NTDB id 463 GPW51 RS08685 WP 012775331.1 IEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
consensus ! !! !!! ! !!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IKE IVNGES ITYVPNEYFYFKGTKQPKTSSLKI
VDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQRLDESASYEYI

NTDB id 256944 CVO91 RS10815 WP 002942321.1 IKEIVNGESITYVPNEYYFKG.QPKTSSLKVDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGRLDSAYEYI 319
NTDB id 463 GPW51 RS08685 WP 012775331.1 IKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYI 320
consensus !!!!!!!!!!!!!!!!!*!!!* !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*! !!!!

logo SFNFLGKYDEASAGKKNVMDENAKMNDVKLRQAIAYAIDTKTAGEKSLYNGLYHPAKNSL I I SFFGDIHDSELEGYSYDNPEKAKK
NTDB id 256944 CVO91 RS10815 WP 002942321.1 SFNLGKYDESAKKNVMDENAKMNDVKLRQAIAYAIDTKTAGESLYNGLYHPANSLIISFFGDIHDSELEGYSYDPEKAKK 399
NTDB id 463 GPW51 RS08685 WP 012775331.1 SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKK 400
consensus !!! !!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!!

logo LLDEEAGYKDVDGDGIREGKDGKAEFKITFAARKRTEANEALVEQQYIAWWKEVGLNVELYTGRTLVEGVKNSFYDNAS IVQANDAPAID
NTDB id 256944 CVO91 RS10815 WP 002942321.1 LLEEAGYKDVDGDGIREGKDGKEFKITFAARKRTEANEALVEQYIAWWKEVGLNVELYTGRTLEVNSFYDAIQANDPAID 479
NTDB id 463 GPW51 RS08685 WP 012775331.1 LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
consensus !!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*! !!! *!!!!*!!!

logo MYAGGWSTGYDPNPSTGI
LWGP IAAFNMSRFVSDENTKLLENAI SSATESFDDKKNVENYKAWQKYATHEQAFAIPTFESEKI

VTA
NTDB id 256944 CVO91 RS10815 WP 002942321.1 MYAGGWSTGYDPNPTGIWGPIAAFNMSRFVSDENTKLLNAISSTESFDDKKNVENYKAWQKYTHEQAFAIPTFESEKVTA 559
NTDB id 463 GPW51 RS08685 WP 012775331.1 MYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITA 560
consensus !!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!



logo

L
VNKRVKNSYDSTKNYGSASGNTGI

LAYEGI ELTADKGVAVAE
NTDB id 256944 CVO91 RS10815 WP 002942321.1 LNKRVKNYDSNYGSASGNGIAYEGIELTADKGVAAE 595
NTDB id 463 GPW51 RS08685 WP 012775331.1 VNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus *!!!!! !!* !!!!!! !*!!!!!!!!!!!!! !!

X non conserved
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X ≥ 50% conserved


