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NTDB id 105 BSU 25590 NP 390437.1 ........MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQA......VP............TETENTVVKQEAN 54
NTDB id 595 KW2 RS08725 WP 021037687.1 ....MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNS..PKPAET...L..SVENLSSSSTKSS.......VSKFNSSS 62
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ....MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP..HTPVKET.NLQAEVVAISKDSS.......TEKDVKKEEKE 66
NTDB id 493 SM12261 RS04300 WP 000387351.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP..QTPVKET.NLQAEVVAVSKDSV.......SEKEVKKEEKE 66
NTDB id 263 KZH43 RS04195 WP 000387330.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP..QTPVKET.NLQAEVAAVSKDLV.......SEKEVNKEEKE 66
NTDB id 222 SPD RS04535 WP 000387330.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP..QTPVKET.NLQAEVAAVSKDLV.......SEKEVNKEEKE 66
NTDB id 188 SPR RS04295 WP 000387330.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP..QTPVKET.NLQAEVAAVSKDLV.......SEKEVNKEEKE 66
NTDB id 153 SP RS04730 WP 000387344.1 ....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAP..QTPVKET.NLQAEVAAVSKDSS.......TEKEVKKEEKE 66
NTDB id 256935 CVO91 RS08450 WP 100664856.1 .METIKTYIEMLKEYKWQIALPAVAGLLMATFLIFSQP..AKSD...QTGLTDFPQLEQTS...SSSELVEET....SAE 67
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVK...DNRLFVSVIAVLMVIFCFFLWMTCG..AGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEG 75
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NTDB id 105 BSU 25590 NP 390437.1 NDESNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSV 134
NTDB id 595 KW2 RS08725 WP 021037687.1 SEKNKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTG 142
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EPVEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ.HTGSGA 145
NTDB id 493 SM12261 RS04300 WP 000387351.1 EPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ.QAGPGT 145
NTDB id 263 KZH43 RS04195 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGT 145
NTDB id 222 SPD RS04535 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGT 145
NTDB id 188 SPR RS04295 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGLGT 145
NTDB id 153 SP RS04730 WP 000387344.1 EPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ.QTGSGT 145
NTDB id 256935 CVO91 RS08450 WP 100664856.1 ASEEPSQLVVDVKGAVVKPGLYTLEAEARVNDAVEAAGGLTSQADPKSVNLAQKLSDEAVVYVASKDENISVVASTTTSS 147
NTDB id 300 STER RS07485 WP 011681496.1 SEKVKSKVTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTGQ 155
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NTDB id 105 BSU 25590 NP 390437.1 .....QSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 SSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .....PSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 .....ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 .....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 .....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 .....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 .....ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 256935 CVO91 RS08450 WP 100664856.1 AM...SQEEKNTNLVNLNTATEADLQTISGIGSKRAADIIAYREANGGFKSVDDLNNVSGIGDKTMESIRPYVTVD 220
NTDB id 300 STER RS07485 WP 011681496.1 VSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
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