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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILF....ICSILLALFRK.....YYLMIPILIVFAVFFLLINSLSI 69
NTDB id 256934 CVO91 RS08445 WP 100664855.1 .MSRLTKLPCQPIHLAILAVAAYFAVHSFSLLT.MGLL....SLVVVVFWIRQGKTVFLKTLPLLALCGLFFGCQKVQWN 74
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVL.....IICGIFGFWFLFQNWQQS 75
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVL.....VICGIFGFWFVFQNWQQS 75
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL.....IICGIFGFWFVFQNWQQS 75
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL.....IICGIFGFWFVFQNWQQS 75
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL.....IICGIFGFWFVFQNWQQS 75
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVL.....IICGIFGFWFVFQNWQQS 75
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NTDB id 596 KW2 RS08720 WP 021037686.1 RDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGF 149
NTDB id 256934 CVO91 RS08445 WP 100664855.1 RADQSASEQVTTVQVIPDTIEVNGDSLSFRGRADGQTYQVFYKLASQEEQTYFQKLTDLVQLEVEAEVSLPAGQRNFKGF 154
NTDB id 494 SM12261 RS04305 WP 000942409.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGF 155
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGF 155
NTDB id 189 SPR RS04300 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
NTDB id 223 SPD RS04540 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
NTDB id 154 SP RS04735 WP 000942394.1 QASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
NTDB id 264 KZH43 RS04200 WP 000942407.1 QASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGF 155
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NTDB id 596 KW2 RS08720 WP 021037686.1 DDQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSL 225
NTDB id 256934 CVO91 RS08445 WP 100664855.1 DYQAYLKTQGIYRTVKLTAIKKIVPVQSWNVFDWLSSWRRQALVYVKTNFPAPMSHYMTGLLFGELDSDFDQMSDLYSSL 234
NTDB id 494 SM12261 RS04305 WP 000942409.1 DYQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSL 235
NTDB id 522 SMSK321 RS04965 WP 000942453.1 DYQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 189 SPR RS04300 WP 000942407.1 NYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 223 SPD RS04540 WP 000942407.1 NYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 154 SP RS04735 WP 000942394.1 NYQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSL 235
NTDB id 264 KZH43 RS04200 WP 000942407.1 NYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSL 235
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NTDB id 596 KW2 RS08720 WP 021037686.1 GIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTL 302
NTDB id 256934 CVO91 RS08445 WP 100664855.1 GIIHLFALSGMQVGFFIDKFRWILLRLGLTKETVDKLQIPFSLVYAGLTGFSVSVVRSLVQKILGNLGLRKLDNFAVTVF 314
NTDB id 494 SM12261 RS04305 WP 000942409.1 GIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 189 SPR RS04300 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 223 SPD RS04540 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 154 SP RS04735 WP 000942394.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
NTDB id 264 KZH43 RS04200 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVL 315
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NTDB id 596 KW2 RS08720 WP 021037686.1 VLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDF 382
NTDB id 256934 CVO91 RS08445 WP 100664855.1 VCLLILPRFLLTAGGILTFTYAFLLTVFD..FEDLGQVKKAAVESLSISLGILPVLMTYFYAFQPLSILLTFVFSFVFDV 392
NTDB id 494 SM12261 RS04305 WP 000942409.1 VLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VLFIIMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 189 SPR RS04300 WP 000942407.1 VLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 223 SPD RS04540 WP 000942407.1 VLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 154 SP RS04735 WP 000942394.1 VLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
NTDB id 264 KZH43 RS04200 WP 000942407.1 VLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL 392
consensus !*****!*!**!*!!*!***!!!****** ***** *!****!!***!!**!!*!***!**!!!*!!!!!**!*!*!!*

logo

L
M
T
V
L
FLPGLLLSCVICILFALVI

LSPFVLGHVYFKPMSVLTINWQVLNGFFI FQVEFIWMLEKWGLMIVIHVRFKWLVADSDLQLPVGLATFHRSYRPFWL IVLFGKQPSNESATLWEIVLLLI ILLFLVI LS ILFGALFLVVYDFSLFHRRSKHKNKINKGWKRRLFLATFGVLVCSGLFVLLI
NTDB id 596 KW2 RS08720 WP 021037686.1 MLLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFI 462
NTDB id 256934 CVO91 RS08445 WP 100664855.1 LLLPGLSVIFLLSPVVKMTWVNGFFVFMEKIIVWVADLGFRPWILGKPSELVLLLLLVSLFLLYDFHRKKNWLLGLSLVL 472
NTDB id 494 SM12261 RS04305 WP 000942409.1 VFLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLI 472
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VFLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLI 472
NTDB id 189 SPR RS04300 WP 000942407.1 TFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLI 472
NTDB id 223 SPD RS04540 WP 000942407.1 TFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLI 472
NTDB id 154 SP RS04735 WP 000942394.1 VFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLI 472
NTDB id 264 KZH43 RS04200 WP 000942407.1 TFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLI 472
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TQTASNADEQKRSTL IPYLEHKSMRGVDSAHRKID
NTDB id 596 KW2 RS08720 WP 021037686.1 FLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHID 540
NTDB id 256934 CVO91 RS08445 WP 100664855.1 ALLFFITKHPLENEVTVVDIGQGDSIFLRDMRG.RTVLIDVGGRVDFAA.KEAWQERSSQANAERTLIPYLHSRGVDRID 550
NTDB id 494 SM12261 RS04305 WP 000942409.1 TGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKID 551
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKID 551
NTDB id 189 SPR RS04300 WP 000942407.1 TGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKID 551
NTDB id 223 SPD RS04540 WP 000942407.1 TGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKID 551
NTDB id 154 SP RS04735 WP 000942394.1 TGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKID 551
NTDB id 264 KZH43 RS04200 WP 000942407.1 TGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKID 551
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NTDB id 596 KW2 RS08720 WP 021037686.1 QLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNN 620
NTDB id 256934 CVO91 RS08445 WP 100664855.1 SLVLTHTDTDHVGDVLEVAKQVQIGRIVVSPGSLTVPDFVATLKKINVPVYVVKVGDRLPIFDAYLEVLYPDGTGDGGNN 630
NTDB id 494 SM12261 RS04305 WP 000942409.1 QLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYE 631
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHD 631
NTDB id 189 SPR RS04300 WP 000942407.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
NTDB id 223 SPD RS04540 WP 000942407.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
NTDB id 154 SP RS04735 WP 000942394.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
NTDB id 264 KZH43 RS04200 WP 000942407.1 QLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHD 631
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NTDB id 596 KW2 RS08720 WP 021037686.1 DSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQE 700
NTDB id 256934 CVO91 RS08445 WP 100664855.1 DSIVLYGRLLETNFLFTGDLE.QGELDLIETYPNLPVDVLKAGHHGSKGSSYPEFLDHIGAKIALVSAGENNRYKHPHQE 709
NTDB id 494 SM12261 RS04305 WP 000942409.1 DSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQE 711
NTDB id 522 SMSK321 RS04965 WP 000942453.1 DSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQE 711
NTDB id 189 SPR RS04300 WP 000942407.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQE 711
NTDB id 223 SPD RS04540 WP 000942407.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQE 711
NTDB id 154 SP RS04735 WP 000942394.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQE 711
NTDB id 264 KZH43 RS04200 WP 000942407.1 DTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQE 711
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NTDB id 596 KW2 RS08720 WP 021037686.1 TLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
NTDB id 256934 CVO91 RS08445 WP 100664855.1 TLERFDNRNIQVYRTDQQGAIRFRGW.REWRIETVRE 745
NTDB id 494 SM12261 RS04305 WP 000942409.1 TLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG. 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR. 746
NTDB id 189 SPR RS04300 WP 000942407.1 TLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 223 SPD RS04540 WP 000942407.1 TLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 154 SP RS04735 WP 000942394.1 TLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 TLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
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