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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ............MNNLQPLLALNRMKRIGPRTVLKLQ.KRWPDLNLMF...QLSSVDLE.......EAGLPSWLAQTIKN 57
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .......MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIVQYSTEQLQLLGLT.......AKQLQAWSQV.... 62
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLT.......SPVLQTV.......TRDQIKA.AALK...NEIEQFYPK 62
NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKKAGMTNLGV.......NKLLKFFRKYDRKISLRQMGQVAQVKSIPNFIEQY.KN 57
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..............MKITNYEIYKLKKSGLTNQQI.......LKVLEYGENVDQELLLGDIADISGCRNPAVFMERY.FQ 58
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQI.......LKVLEYGENVDQELLLGDIADISGCRNPAVFMERY.FQ 58
NTDB id 226 SPD RS05990 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQI.......LKVLEYGENVDQELLLGDIADISGCRNPAVFMERY.FQ 58
NTDB id 192 SPR RS05715 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQI.......LKVLEYGENVDQELLLGDIADISGCRNPAVFMERY.FQ 58
NTDB id 157 SP RS06205 WP 000705306.1 ..............MKITNYEIYKLKKSGLTNQQI.......LKVLEYGENVDQELLLGDIADISGCRNPAVFMERY.FQ 58
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..............MKITNYEIYKLKKSGLTNQQV.......LAVLEYGENVDQELLLGDIAEISGCRNPAVFMERY.FQ 58
NTDB id 256932 CVO91 RS05950 WP 004195694.1 ................MNNFELFKWKKAGLTNLNV.......NKVLAYQDLHGKKLTLRNIAVVSECKNPVLFMENY.KN 56
NTDB id 407 SMU RS04605 WP 002262865.1 ................MDNFQLFKLKKAGLTNLNI.......LNIIDYEERTQKSLSLRDMAVVSKNKKPLIFMEHY.KN 56
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 FDPDFIKTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSRE 136
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ..DKEVDACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQ.PQIAMVGSRNASVDGLQHTRTFASD 139
NTDB id 114 BSU 16110 NP 389493.1 LPRVLAAYREQ......GINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKE 136
NTDB id 599 KW2 RS05940 WP 021037268.1 QDVKKLRADYK......KFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTE 130
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IDDAHLEKEFK......KIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRSCSKQGAKSVEKIIQG 131
NTDB id 267 KZH43 RS05590 WP 000705306.1 IDDAHLSKEFQ......KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQG 131
NTDB id 226 SPD RS05990 WP 000705306.1 IDDAHLSKEFQ......KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQG 131
NTDB id 192 SPR RS05715 WP 000705306.1 IDDAHLSKEFQ......KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQG 131
NTDB id 157 SP RS06205 WP 000705306.1 IDDAHLSKEFQ......KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQG 131
NTDB id 497 SM12261 RS05565 WP 000705318.1 IDDAHLEKEFQ......KFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKF.PKVAVVGSRACSKQGAKSVEKVIQG 131
NTDB id 256932 CVO91 RS05950 WP 004195694.1 LDIKACREEFN......KYPSFSILDDIYPLALKQIYNPPVLLFYQGDLELLEK.SKLAVVGTRNASKNGIQSVQKIIKE 129
NTDB id 407 SMU RS04605 WP 002262865.1 LDSKALRKEFN......RFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLAR.PKLAVVGSRNASQMGVAAVKKIIQD 129
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ISRHGVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNR 216
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LVQHDLIVTSGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAENGALVSEFRPDAKPRAENFPRRNR 219
NTDB id 114 BSU 16110 NP 389493.1 ICRKGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNR 216
NTDB id 599 KW2 RS05940 WP 021037268.1 L.NQSFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNR 209
NTDB id 525 SMSK321 RS06295 WP 000705298.1 L.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNR 210
NTDB id 267 KZH43 RS05590 WP 000705306.1 L.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNR 210
NTDB id 226 SPD RS05990 WP 000705306.1 L.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNR 210
NTDB id 192 SPR RS05715 WP 000705306.1 L.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNR 210
NTDB id 157 SP RS06205 WP 000705306.1 L.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNR 210
NTDB id 497 SM12261 RS05565 WP 000705318.1 L.ENELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNR 210
NTDB id 256932 CVO91 RS05950 WP 004195694.1 L.NNRFVIVSGLARGIDTAAHIASLKNGGQTIAVIGTGLDNIYPKENRELQTYIGKHHLVLTEYEPGADPLKYHFPERNR 208
NTDB id 407 SMU RS04605 WP 002262865.1 L.SKQFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNR 208
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 IISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHH.QFTS 295
NTDB id 1399 DSB67 RS15600 WP 010645755.1 IISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQ 299
NTDB id 114 BSU 16110 NP 389493.1 IISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNV.QYTE 295
NTDB id 599 KW2 RS05940 WP 021037268.1 IIAGLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN....... 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........ 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 IIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........ 282
NTDB id 226 SPD RS05990 WP 000705306.1 IIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........ 282
NTDB id 192 SPR RS05715 WP 000705306.1 IIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........ 282
NTDB id 157 SP RS06205 WP 000705306.1 IIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........ 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 IIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF........ 282
NTDB id 256932 CVO91 RS05950 WP 004195694.1 IIAGLVEGLVVCEAKMRSGSLITCERALEEGREVYAIPGSIMDGKSDGCHHLIQEGAKCITSGLDILSDYQF........ 280
NTDB id 407 SMU RS04605 WP 002262865.1 IIAGLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF........ 280
consensus !!*!! ****!******!!!!!!***!*!**!*****!*********!***!*!*!!********** ** *

logo

N
P
S

F
K
L

D
P
I
LFSALAP I

S
D
G
EEELPF

K
E
P
N
QLLVAKFNI

VGFNEATTPTI
VDI

Q
I
L
A
I
D
SRSTGNI

Y
G
P
M
V
E
Q
E
QVMTMSGQLALELELKSGAHVI

VAVPSGGYIRCKEGRYEGR

NTDB id 1250 GCO85 RS13065 WP 027219989.1 NKPIFSLASG.....KENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SLDLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG. 369
NTDB id 114 BSU 16110 NP 389493.1 PF..................................................................... 297
NTDB id 599 KW2 RS05940 WP 021037268.1 ....................................................................... 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ....................................................................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 ....................................................................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 ....................................................................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 ....................................................................... 282
NTDB id 157 SP RS06205 WP 000705306.1 ....................................................................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 ....................................................................... 282
NTDB id 256932 CVO91 RS05950 WP 004195694.1 ....................................................................... 280
NTDB id 407 SMU RS04605 WP 002262865.1 ....................................................................... 280
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