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MAKKN
M
V
NKKQTARMQSTLLI SGLLAVTL ILVLVLVSATGGSYLYLI SKDQNMKPSSANPVNANSYPSKYTYNVLNSQSKKAQSAESSETAPSQEALASESVLTEDDAVKKSQLIGKHGS ILDEWNGAS

NTDB id 256929 CVO91 RS04270 WP 002939790.1 MAKKNVKKQAMSLLSLLATIVVVAGGYLLSDNKSSNVANYSYYVNQSKASESTPSQELASSVLTEDVKKQLGHSIDWNGA 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 221 SPD RS09380 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 187 SPR RS08930 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 152 SP RS09870 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
consensus **!!****!**!!*******!*!******!*** *******!*!*****!!!*!!*!!!!**!!*!***!**!!!*

logo GAF I IVNGNKTDNLDASKVSSKPYADNKTKTVQGGKETVPTVANALLASKSATRQYKSNREKETGNGSTSWTPAPGWHQVQKDNLDKGSYDTHA
NTDB id 256929 CVO91 RS04270 WP 002939790.1 GAFIINGNKTDLDASVSSKPYADNKTKTVQGETVPTVANALLAKSTRQYKSREETGNGSTSWTPAGWHQVQDLDGSYDHA 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 221 SPD RS09380 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 187 SPR RS08930 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 152 SP RS09870 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
consensus !!!!*!!!!!*!!!*!!!!!!!!!!!!!!**!!!!!!!!!!!*!*!!!!!*!*!!!!!!!!!!!*!!!!!**!*!!!*!!

logo

I
VDRGHLLGYAL IGGLKDGFDASTSNPKNIAVQTAWSANQSANQSADEDYSTGQNYYETSRKI

VRKALDNQNKRVRYRVTL IYYADSENDEDLVPVS
NTDB id 256929 CVO91 RS04270 WP 002939790.1 IDRGHLLGYALIGGLKGFDASTSNPKNIAVQTAWSNQSNSDDSTGQNYYETRIRKALDNNKRVRYRVTLIYADEDDLVPV 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 221 SPD RS09380 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 187 SPR RS08930 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 152 SP RS09870 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
consensus *!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!*****!!!!!!!!***!!!!!*!!!!!!!!!!*!!***!!!!*

logo

G
ASHQLI EAKASASDGSELEFNVFLVPNVQSKGLSQI

L
N
DYHRSTGE I

VTVNTQ
NTDB id 256929 CVO91 RS04270 WP 002939790.1 GSHLEAKAADGSLEFNVFVPNVQSGLSINYHSGEITVNQ 279
NTDB id 262 KZH43 RS08770 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus *!**!!!**!!*!!!!!*!!!!!*!!***!**!!*!!*!
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