logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

113
624
597
498
526
158
268

BSU 40900 NP 391970.1

LCA RS00040 WP 011373726.1

KW2 RS01935 WP 021036727.1
SM12261 RS01980 WP 000282464 .1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1
256915 CV091 RS01075 WP 002940025.1
409 SMU RS08940 WP 002263454.1

583 DLJ51 RS09560 WP 002962590.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

113
624
597
498
526
158
268

BSU 40900 NP 391970.1

LCA RS00040 WP 011373726.1

Kw2 RS01935 WP 021036727.1
SM12261 RS01980 WP 000282464 .1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1
2566915 CV091 RS01075 WP 002940025.1
409 SMU RS08940 WP 002263454.1

583 DLJ51 RS09560 WP 002962590.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id

113
624
597
498
526
158
268

BSU 40900 NP 391970.1

LCA RS00040 WP 011373726.1

KW2 RS01935 WP 021036727.1
SM12261 RS01980 WP 000282464 .1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1
256915 CV091 RS01075 WP 002940025.1
409 SMU RS08940 WP 002263454.1

583 DLJ51 RS09560 WP 002962590.1

consensus

LR 2R Tk g

MIN V. L GRLTESIPELRRYTIZN[EF VAT

soksk o DLl x * %k [ * *

ol SO

NEEEN QEERR VENASAQ AES VN FNIPEN GGESGS

1 Dxok

Dol

172
170
129
131
131
131
131
131
131
131
131
131

X non conserved
B similar
>50% conserved

e AL

K\ EGEREADF J§
KINQNGEREADFVN
KINQNGEREADFVN
KINQNGEREADFVN
KIQNGEREADFVN
KINQNGEREADFVN
KINQNGEREADFVN
Kfy NGEREADF N

KWQ GER ADFVN
sk Poskskr L1k

NN QEIEINR VYA AR AT D NiF SR T T TE QRN GBS QNFNSNQSNGSQ

k ok %k sk ok ok kok ok k

VLWG LAE LASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
BWG LAETLJSY
VLWGRLAET ASY

bYW ERT

LR IR

GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP
...... QSGFTSPQQTGNAPAANNTQADP

155
153
115
117
117
117
117
117
117
117
117
117



