logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

533 SMSK321 RS09215 WP 000250512.1
505 SM12261 RS00970 WP 000250509.1
25684 SPN23F RS10605 WP 000250539.1
275 KZH43 RS09240 WP 000250534.1
234 SPD RS09870 WP 000250534.1

200 SPR RS09405 WP 000250534.1

165 SP RS10355 WP 000250534.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

533 SMSK321 RS09215 WP 000250512.1
505 SM12261 RS00970 WP 000250509.1
25684 SPN23F RS10605 WP 000250539.1
275 KZH43 RS09240 WP 000250534.1
234 SPD RS09870 WP 000250534.1

200 SPR RS09405 WP 000250534.1

165 SP RS10355 WP 000250534.1

consensus

|

) LANLDERHAE

LD

LU UL

MVQNSCWIRSKSHK KAFTLLESL ALIVISGELLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEWMELDRSQFEKVEG
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQEMSQLLISEVRYQQQSEQKEWLLFVDQLEWELDRSQFEKVEGN

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN
MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN

MVQNSCWQSKSHKVKAFTLLESLLALIVISGGLLLFQAMSQLLISEVRYQQQSEQKEWLLFVDQLEVELDRSQFEKVEGN
N N N N R N N N NN NI

KSKSDDFRKTNAS R YQ VY {KSAQ
153
153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
RLYMKQODGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153

RLYMKQDGKDIAIGKSKSDDFRKTNARGRGYQPMVYGLKSVRITEDNQLVRFHFQFQKGLEREFIYRVEKEKS 153
Pk DL b bl b bk sk DL b sk DL bbb b LD s |

153

X non conserved
B similar
> 50% conserved



