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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 25670 BPRO RS00905 WP 011481156.1 MSLSLVHSRALLGLEARPVCVEVHLANGLPSFTLVGLAETEVKEARERVRSAIQNTGLEFPANKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREE...............GFKGIILPKQNT 142
NTDB id 25670 BPRO RS00905 WP 011481156.1 RFDLPIALGILAASGQLDARKLAGYEFAGELSLGGDLRPVRGALAMSLALAHLANDGAMPRDKPGMPARQPKLVLPEGSA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK................DNQHLIIANANA 143
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK................DNQHLIIANANA 143
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQ................VERCLVVPHSNG 143
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANK................KQRHLVVPHANG 143
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQK................SKRELIIAKQNA 143
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASK................AKREIIVPQQNA 143
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NTDB id 1323 RA0C RS07335 WP 004916218.1 REAAIVNDLEVYGVENIKEVIDFFNENCPLE..PTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILI 220
NTDB id 25670 BPRO RS00905 WP 011481156.1 QEAALVPDAEIYRAHHLLDVVRQFLPGDTPPEVLDGWTRIAPIPRREQADYPDLADVKGQAAARRALEIAAAGGHSVLMM 240
NTDB id 1271 LPP RS03220 WP 011213198.1 AEASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL......LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLS 217
NTDB id 1248 GCO85 RS03150 WP 011213198.1 AEASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL......LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLS 217
NTDB id 1153 A1552VC RS00115 WP 000521788.1 DQAALVGVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV......QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFL 217
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DQAALVGKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK......ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFL 217
NTDB id 1349 HI 1117 AAC22771.1 NEASLVSDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESA..VNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFL 221
NTDB id 1387 A4U84 RS06900 WP 020457569.1 NEVSLVSNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIA..EN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFL 220
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHN 300
NTDB id 25670 BPRO RS00905 WP 011481156.1 GAPGSGKSMLAQRFAGLLPAMTTEEALESAAVASLGG.RFAL.ENWAVRPTCAPHHTASAVALVGGGSPPRPGEISLAHR 318
NTDB id 1271 LPP RS03220 WP 011213198.1 GAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHH 296
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHH 296
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHN 296
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHN 296
NTDB id 1349 HI 1117 AAC22771.1 GPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATN 300
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHN 299
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSG 379
NTDB id 25670 BPRO RS00905 WP 011481156.1 GVLFLDELPEFPRAALEALREPLESGTITISRAAQRAEFPARFQLVAAMNPCPCGYLGSSLRACRCSPDQVSRYQGKLSG 398
NTDB id 1271 LPP RS03220 WP 011213198.1 GVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSA 376
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSA 376
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSG 374
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSG 374
NTDB id 1349 HI 1117 AAC22771.1 GVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSG 378
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSG 377
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PLLDRIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIK 457
NTDB id 25670 BPRO RS00905 WP 011481156.1 PLLDRIDLHVEVGALAADELVNT..PPGEASASIRGRVVQARERAIARQG....STNQALEGQAIDAQCQLDDAAAKFLN 472
NTDB id 1271 LPP RS03220 WP 011213198.1 PLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLR 452
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLR 452
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLE 449
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLE 449
NTDB id 1349 HI 1117 AAC22771.1 PFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLE 453
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLE 453
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 25670 BPRO RS00905 WP 011481156.1 TAATRLGWSGRSIHRCLKVARTIADLAGAATVQVTHVAEAVQYRRALKAAH....... 523
NTDB id 1271 LPP RS03220 WP 011213198.1 EVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 EVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 NALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 KALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 NALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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