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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNAN.GD..READFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 25667 MFLA RS12375 WP 011480642.1 ..MASVNKVILVGNLGRDPEVRYMPNGEAVANFSIATTDSWKDKN.GQRQERTEWHNIVMYRRLAEIAGEYLKKGRPVYI 77
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
consensus *!*!***! !**!***!****!*!!*****!***** *** ! * ******** *****!!*******!! !**

logo

D
EGKQRI

L
K
Q
S
TRNKW

Y
E
Q
N
T
D
G

K
Q
E
N
Q
S
DGI

Q
R
E
D
V
RTYSVATYTDEVI IQVGVAQNDGNYNGI

Q
V
E
F
L
M
S
K
Q
L
MLDEGSGRADSTNQTESQTGNESGQRQGDGFMGPGAGSAPQSNYDEFYQDNEGSGGNGMQWYDSGNNQVAGPADPSQAFQSNQGQSTEDGNSAFWYGNSTQSRQGPGQAYQPSTQADGSKNRAYQAHPQAANSNPMRDNFTAQ

NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDN....FSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTSPQQTGNAPAANNT 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGG....DFGG.NQGSGWNQAPAQTNYNQGGYSDNYAQNNNF 149
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG....GMPA..QGG.MNVPAQQGSWGQPQQPAKQHQ.PMQ 152
NTDB id 25667 MFLA RS12375 WP 011480642.1 EGRLQTRKWQTKEGQDRYTTEIIAD....QMQMLGGRDSGG....GGGA.SYDG.GD..DFNQDYSQPA........PRQ 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENS....GGAP.YDEG.YG..QSQEAYQRPAQQSRQPA.PDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENS....GGAP.YEEG.YG..QSQEAYQRPAQQSRQPA.SDA 143
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NTDB id 624 LCA RS00040 WP 011373726.1 ..........QADPFANNGQAIDISDDDLPF 170
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QSAPQQYS......QPQYNEPPMDFDDDIPF 177
NTDB id 25667 MFLA RS12375 WP 011480642.1 QAAPAQRPAPAAS.KPAGGSNFDDFEDDIPF 167
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
consensus * * ** **** *!!*!!

X non conserved

X similar

X ≥ 50% conserved


