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NTDB id 1029 TT RS02230 WP 011228203.1 P VBLF P FG 303
NTDB id 1169 A1552VC RS11075 WP 000648511.1 W I lPI ITKA' TA FSRTLAT FAAG P I\ LIS TA)@§Y GN 308
NTDB id 1402 DSB67 RS12670 WP 010643257.1 F Gy EkARIA FSRTLAT F AG P WALIN T )¢y GN 307
NTDB id 1112 NGFG RS09215 WP 003689811.1 PIFGD IAR IRFAAGVPLVDEWLDSTAGAEGN 310
NTDB id 1113 AAA85695.1 219..1451( ) PIFGD IAR IRFAAGVPLVDYLDSTAGAEGN 310
NTDB id 1252 GC085 RS07730 WP 011213805.1 P WG KA.IARF RTL l FAAG PLV ALJISEAGA 307
NTDB id 25663 MFLA RS10960 WP 011480363.1 PIFG IJKA IARFSRTL TIFAAGVPLV ALDSYAGA 303
NTDB id 1198 PSJM300 03950 AFN76868.1 P \IGD ARF RTL T FAAGVPLVDALDS|YAGA 306
NTDB id 1016 ACIAD RS01680 WP 004920476.1 PIWGD JKAMIAR SRTLAT FAAGVPL DALRSTAGA 309

NTDB id 1059 ABD1 RS01610 WP 000279215.1 V L PIFGD MKAMIAR SRTLAT FAAGVPL DAL STAGA 309
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 . l MEPLI INILG 388
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