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AR IHEEF DT ARORLDL LA PO NG Db A

ALKALNSKEMNYSKEETFKSPP DLK NTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPVDNPRIGIDGFTNLKE

ALKALNSKEMNYSKEETFKSPP DEYNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPVDNPIdGIDGFTNLKE
PULL L sk bsksksk DL rerrrrrrnt

MATEILATTAR AL SR LU ROV

KDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWS
KDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWS
PELL e rrrrrrrrrrrrrrnt

112 LTRRCAR L LR PLLY UL ARG AR DL

RIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQL
RITITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQL
PELL et

0 MFLARCH T ST PRy A

MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENE TIAEFLKRE 378
MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENE IAEFLKES 376

X non conserved
B similar
> 50% conserved
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