
logo MLEKLLGSATIKQKVSNYFLGVLPKSYSMSEENNI LGLYDEHFLLTKNENLVGI LRLEGVSYTHLSTEQLQDLFTERQMALD
NTDB id 256552 CV729 RS01100 WP 145731634.1 MLEKLLGTIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD 80
NTDB id 1219 C694 RS00105 WP 000890508.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD 80
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SLEKVVARLVVKRRKIDHYKQQNIQASDSQYLQAI LNQFENKEVYENQYFLVLESTHSLHQGVLEHKKKSLMHANRENFKDI LS
NTDB id 256552 CV729 RS01100 WP 145731634.1 SLEKVVARLVVKRRKIDYKQNIQADSQYLQAILNQFENKEVYENQYFLVLESTHSLQGVLEHKKKSLMHANRENFKDILS 160
NTDB id 1219 C694 RS00105 WP 000890508.1 SLEKVVARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLHGVLEHKKKSLMHANRENFKDILS 160
consensus !!!!!!!!!!!!!!!!!* !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo YKAHFLQETLKSLE IQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASS ITTFEKDYF IQESFNQKTYN
NTDB id 256552 CV729 RS01100 WP 145731634.1 YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSTTFEKDYFIQESFNQKTYN 240
NTDB id 1219 C694 RS00105 WP 000890508.1 YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo RL IG IKAYESER ITS IA IGALLYQETPLDI I FS I EPMSVHNKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA
NTDB id 256552 CV729 RS01100 WP 145731634.1 RLIGIKAYESERITSIAIGALLYQETPLDIIFSIEPMSVNKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA 320
NTDB id 1219 C694 RS00105 WP 000890508.1 RLIGIKAYESERITSIAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LNI L IKAPSLEDNLDAQTSL IVLGLLFKENLVGVI ETFGLKGGYFSFFPER IHLNHRLRFLTSKALACLMVFERQNLGFKAN
NTDB id 256552 CV729 RS01100 WP 145731634.1 LNILIKAPSLEDLDAQTSLILGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN 400
NTDB id 1219 C694 RS00105 WP 000890508.1 LNILIKAPSLENLDAQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN 400
consensus !!!!!!!!!!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SWGNSPLSVFKNLDYSPFLFNFHNQEVSHKNNAKE IARVNGHTL I IGATGSGKSTL I SFLMMSALKYQNMRLLAFDRMQGL
NTDB id 256552 CV729 RS01100 WP 145731634.1 SWGNSPLSVFKNLDYSPFLFNFHNQEVSHNNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL 480
NTDB id 1219 C694 RS00105 WP 000890508.1 SWGNSPLSVFKNLDYSPFLFNFHNQEVSHKNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YSFTKFFKGHYHDGKQSFS INPFCLEPNLQNLEFLQSFFLSMF
LDLAPSRDKEALEDMNAI SSAIKSLYETLYPKADFSLLDF

NTDB id 256552 CV729 RS01100 WP 145731634.1 YSFTKFFKGHYHDGKSFSINPFCLEPNLQNLEFLQSFFLSMLDLAPSRDKEALEDMNAISSAIKSLYETLYPKDFSLLDF 560
NTDB id 1219 C694 RS00105 WP 000890508.1 YSFTKFFKGHYHDGQSFSINPFCLEPNLQNLEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDF 560
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!



logo KETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSNAFLNVINLDTITQNPKDLGLLAYYLFYKI LEESRKNDSGFLVFLD
NTDB id 256552 CV729 RS01100 WP 145731634.1 KETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSNAFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640
NTDB id 1219 C694 RS00105 WP 000890508.1 KETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSNAFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EFKSYVENDLLNATKINAL ITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTL I LYPQKNARELKHHNFNVPLSETE I S
NTDB id 256552 CV729 RS01100 WP 145731634.1 EFKSYVENDLLNAKINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKHHFNVPLSETEIS 720
NTDB id 1219 C694 RS00105 WP 000890508.1 EFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEIS 720
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo FLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKI FNSDSSHVNSKVKALQKDYPTEWREKLLKRS
NTDB id 256552 CV729 RS01100 WP 145731634.1 FLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSHVNKVKALQKDYPTEWREKLLKS 787
NTDB id 1219 C694 RS00105 WP 000890508.1 FLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSHVSKVKALQKDYPTEWREKLLRS 787
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!
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