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MEDAFQNLKVMVIDDSHKTIRRSTAE I
T
F
LLQRQRESGCEVFI LTAEVDGFDEALSKIAESAHNPPDI

V
I
VFVDIMMPRLDGYQTCASL IKNRNSPQNRFYKQNS IPVI

NTDB id 25653 MFLA RS06355 WP 048811885.1 ..........MVIDDSHTIRRSAEIFLRQSGCEVFLAEDGFDALSKIASHPPDVIFVDIMMPRLDGYQTCSLIKRNPRFKSIPVI 75
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQNIPVI 85
consensus **********!!!!!!*!!!!*!! ! !!!! ! !!!*!!!!!! **!!**!!!!!!!!!!!!!!! !!! * * !!!!

logo MLSSKDGLFDQRAKRGRMVAVGSDEQYLTKPFSTKQDNAELLDNAI
VRNQHRVQSHSSPGELTMEQE

NTDB id 25653 MFLA RS06355 WP 048811885.1 MLSSKDGLFDRARGRMAGSDQYLTKPFTQNALLDAVRQHRQHSPGELTMEQE 127
NTDB id 1047 H0N27 RS03110 WP 000389061.1 MLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS.......... 127
consensus !!!!!!!!!! !*!!* !!! !!!!!!* !! !*!*! ***********
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