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NTDB id 256498 CUJ90 RS01710 WP 114163411.1 LMSDAGVEATEFLLEALREKVRTERLSDPQQVKTALRTLLVDLLKPLEKSLMLGR.AQPLVMMIAGVNGAGKTTSIGKLA 211
NTDB id 1118 NGFG RS11455 WP 003696286.1 ITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLA 238
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NTDB id 256498 CUJ90 RS01710 WP 114163411.1 KHLQSFDQSVLLAAGDTFRAAAREQLAIWGQRNNVTVMSQESGDPAAVIFDAVGAARARKIDVMMADTAGRLPTQLHLME 291
NTDB id 1118 NGFG RS11455 WP 003696286.1 KYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLME 318
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NTDB id 256498 CUJ90 RS01710 WP 114163411.1 ELRKVKRVIGKAQDGAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPIPVYFIGVGE 371
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGE 398
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