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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 25647 MFLA RS01105 WP 011478582.1 .MSAFPACLVVDDETDIRELLVLTLERMDIRADSASSLSEAMHLLKKGQYGLCLTDMRLPDGSGLDLVNRIAQDYPGLPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT.ENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 25647 MFLA RS01105 WP 011478582.1 AVITAYGSAENAVSALKAGAFDYLTKPISLKQLRPLVQSALKLSAADKANA.SEDTGALKLIGNSPAIQHVRSMIEKLSR 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA....PVDNRLLGESPPMRALRNQIGKLAR 154
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VNCAGAIPEKSTDNEL IMESEFLFGHVKKGASFTGAATI ETQEDRKEQGAMLAIFEHLQSAADHKSGGSTLFLD
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 25647 MFLA RS01105 WP 011478582.1 SQAPVYISGESGSGKELAARLIHQHSSRRDGPFIAVNCGAIPENLMESEFFGHKKGAFTGAIQDKEGMFHAAKGGTLFLD 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 25647 MFLA RS01105 WP 011478582.1 EVADLPLAMQVKLLRAIQEKKVRMVGGTQEESVDVRIISATHKNLSVLMERGEFRQDLYYRLNVIELKLPALRDMPEDIP 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLN.QMSAP.INRA.. 387
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
NTDB id 25647 MFLA RS01105 WP 011478582.1 MLVDALLAKQCREQNRPIPTLSPEASHMLARHSFPGNVRELENVLERALALCDGNTITVDDLLLDQDASAHAP....... 391
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE....... 387
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .....LPLAHENKVSVHEIFPLW..MTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTET.EQEV 473
NTDB id 25647 MFLA RS01105 WP 011478582.1 .......SARSAPEDEGLPLPDYLEHIEKTAILNALEKTQHNKTAAAKLLGVSFRTFRYRLSKLGLSKDT.D... 455
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......GAAS..LSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
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