
logo MFSFFKRRFKKKQTEQETPADLPAEEASQSVAQDEATASAQKPDVAESEVAQIVGNIKEDVESLASDEASPVAKGVERAEPPSAVETVPVQSAGAPAVEQPQAVAKEPTVVMATEVMTPSTEN
NTDB id 256352 CUJ89 RS15595 WP 114178101.1 MFSFFKRFKKTQEPDPAESQSADASQPDA................LSDAPAVEAPPAVEVPQAPAQPAAPTVVMTVTPTN 64
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETV..AEMPSE 78
consensus !!!!!*! !! ! * ! ! * * ****************! * * !**!!! * ** * *!!** !*
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NTDB id 256352 CUJ89 RS15595 WP 114178101.1 D.........GRDEVVETVEI.....VPPPMQDASAKKSWLARLKTGLSKT....GSSITGVFVNTKIDEDLYEELETAL 126
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVL 158
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NTDB id 256352 CUJ89 RS15595 WP 114178101.1 LMSDAGVDATEYLLGALREKVRTGRLTDPQQVKDALHDLLVELLKPLEKSLMLGR.AQPLVMMITGVNGAGKTTSIGKLA 205
NTDB id 1118 NGFG RS11455 WP 003696286.1 ITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLA 238
consensus * ! !**!!!!!* *! *! ! !** ** !!** ! *!*!!!!!*!*!* * ! !*!* !*!!!!!!!!!!!!!
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NTDB id 256352 CUJ89 RS15595 WP 114178101.1 KHLQSFDQSVLLAAGDTFRAAAREQLAIWGERNNVTVVQQESGDPAAVIFDAVSAARARKIDVMMADTAGRLPTQLHLME 285
NTDB id 1118 NGFG RS11455 WP 003696286.1 KYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLME 318
consensus !* ! !!!!!!!!!!!!!!!!!! !! !!!!!!* ! *!!*!!!*!!!! !!*!! !!***!!!!!!!!!!!!!!!
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NTDB id 256352 CUJ89 RS15595 WP 114178101.1 ELRKVKRVISKAHDGAPHEVLLVIDANTGQNALTQVKAFDDSLGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGE 365
NTDB id 1118 NGFG RS11455 WP 003696286.1 EIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGE 398
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NTDB id 256352 CUJ89 RS15595 WP 114178101.1 KVEDLQPFSAEEFADALLG 384
NTDB id 1118 NGFG RS11455 WP 003696286.1 GIDDLRPFDARAFVDALLD 417
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