
logo MKKTPLSKRFLYGTLSFVSVLLCIFGAMLLVFVSSTAGSTSVTLFAAEEKATVKTPXQSTTVSATQEHSPTPVVQMNQAQQVVATSTPQAEEHASHQVAAETMPQATKNVVNSADNKLVLVNINI
TATAASE IQKDSKLTVGIGAKKAEQAI

NTDB id 1362 HI 1008 AAC22669.1 MKTL..FTSVVLCGALVVSSSFAEEKATXQTAQS.......VVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAI 76
NTDB id 1459 ASU2 RS10590 WP 015674357.1 MKTPSKLGLSLLIG.MLSTGVLAAEKTKPSVTEPTPVVQNAQATSPEHSHAEMTNNANLVNINIATAAEIQDKLVGIGAKKAQAI 84
NTDB id 25617 HAPS RS04120 WP 010786294.1 MKKLSRYTFSLLFG.LFSATTFAEEKVT.TSTEPTPVVMQQVA.......ATQKVNANVVNINTATASEIQDKLVGIGAKKAQAI 76
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYTFSLLFG.LFSATTFAEEKVT.TSTEHTPVVMQQVA.......ATQKVNANVVNINTATASEIQDKLVGIGAKKAQAI 76
consensus !! ********!*! *******!*!!** **************** **********!!!*!!!*!!!**!*!!!!!!!*!!

logo VQEYRTEKHNGANKFSXLSNALVEQLLTDEVQSGIGKATLDEKNRDCR I ILVFLIQE
NTDB id 1362 HI 1008 AAC22669.1 VQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1459 ASU2 RS10590 WP 015674357.1 VEYRTKNGAFSSLEQLTDVSGIGKATLDKNRDRILLQ 121
NTDB id 25617 HAPS RS04120 WP 010786294.1 VEYREKNGKFLNVEQLTEVSGIGKATLEKNRDRIVIE 113
NTDB id 1382 A4U84 RS07375 WP 062924234.1 VEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
consensus !*!!*!*!*!***!!!**!*!!!!!!!*!!!!*!***
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