
logo MLATELS IKRDNFAI IDEE I
L
S
T
I
V
N
SFENERGLTVLTGETGAGKS I I IDA IQSLLAVGGRGSSVEFVRHYGETAKKRAE I

LEGLFFL ILEPNSDGKHAP I
V
L
Y
G
NV

NTDB id 255875 CUC15 RS11050 WP 114916707.1 MLTELSIRDFAIIDEISINFNEGLTVLTGETGAGKSIIIDAIQLLAGGRGSVEFVRHGTKRAEIEGLFFIPNDKHAIYNV 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !! !!!!* !!!!*!*** ! !!!!!!!!!!!!!!!!!!!! !! !!!!! !!!!*! *!!*!!!! ** * !** !

logo

C
G
A
K
E
Q
F
QGIDE I

V
S
TDEMQI

VVLMERRDI I STI
TSGKS IVCRVNGSKLVTI

LA I
SLREFIGKRLTL ILDIHGSQHDENTQLSLMDEDPEHNHLDQLLDKMF

Y
A
D
G
P
A
K
E
S
M
V
A
E
K
SAKL

NTDB id 255875 CUC15 RS11050 WP 114916707.1 GKQFGIEITDEQVVLERIITISGKSICRVNSKLVTLAILREFGKTLIDIHSQHETQSLMDPEHHLDLLDMYDPKSMAKAK 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus * !!***!! *!* ! !* !!!!*!!!! !!!!*! !!! !* !*!!! !!* ! !!**!*!! !!! * * * !

logo

E
K
E
TYQSEHGLYGQKRLYTVKSLKLAKKRLYKKQLSENSEQE I

MAHRLDL ILEQFQKLEKE I
LEQSAKNLESLPNEDEVLQLEQEERQSQS ILSVNFEKR IYEQSLQDNASYNTALRYGS

NTDB id 255875 CUC15 RS11050 WP 114916707.1 EEYSHLYGKLTSLKARYKKLSENEQEIAHRLDLLEFQKKELEQANLSPNEDVLLEEERSSLVNFERIYQSLQDSYTALYG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus ! * ! * ! * ! !!! !!!*!!!!!!* !! !*! ! ! *!!! ! !!! * !!!*!! !!! ! !!

logo EQGKGLDEWLVGNMQAQSALAQLEQDI
S
K
S
A
D
I
Y
D
N
E
P
F
P
I
L
K
T
E
K
K
M
A
SEESLVSNHSYYALLEDEAITFYAQLMRNSMQLDEELEQFYDNPERLNEYI ENTRLNE IKNQRLKKRKYGASNT

NTDB id 255875 CUC15 RS11050 WP 114916707.1 EQKGLEWLNQAQLALQDSKAYDPFITEKAEELSNHYYALEEITYALRSQLEELQYNPERLNEIENRLNEINRLKKKYGSN 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !! !!*!* ! ! ! *** ! *!!*!! !!* !* *! !*!! * !!!!! !! !!!!! !!*!!!

logo VETDE I LEYAMASKI
VEEE I

L
D
EQI ETNKRDSHLQSSTLKNKQEQI

L
D
E
E
S
I
V
E
GKDAVAYLVEAAVNQLVHSDQIRKKTAWAKNKSLATDKAE IHYKREFLKGSLYLMEKASSTFADI

T
E
SFDK

NTDB id 255875 CUC15 RS11050 WP 114916707.1 VTEILEYMAKVEEELEQITNKDSHLSTLNQQIEEIEKDAYLEAVQLHDIRKKAANSLTKAIYKEFKGLYLEKASFAISFD 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus ! *!!!! !*!!!**!! !*!!!! *! ** * !! *!! *** !!! ! ! !**! ! !!*!! *! !

logo

N
V
E
R
E
T
A
N
SRNEEAPH

L
L
VNDGGQKPVYLQLTEKDQGFIDLQVKRFLMI STNPTGEPLKESLSKVASGGELSR I

VMLAI
LKKS I FASKSHQQDGVTS IV I FDEVDTG

NTDB id 255875 CUC15 RS11050 WP 114916707.1 NEEN.......HLNDGKYLLTKDGFDQVRFMISTNPGEPLKELSKVASGGELSRIMLALKKIFAKHQGVTSVIFDEVDTG 473
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus *********! * !! ! ! !*!*!!!!*!!!!! !!!!!!!!!!!!*!!!*! !! *! !!!*!!!!!!!!

logo VSGRVAQAIAEKIHYKQI
VS IVDGSQVLC ITHLPQVAAMADTHKLFYIAKKEVELKDNGKRTI

TTQRMVEKEPLSTKVKQDEKQI
V
A
NE I

L
G
SRMIATGTVEKLVTDELTATK

NTDB id 255875 CUC15 RS11050 WP 114916707.1 VSGRVAQAIAEKIYQISVDSQVLCITHLPQVAAMADTHKFIKKVEKNKRTITQMEELTVKDQINELSRMITGTKLTETAK 553
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!!!!* *!* !!!!!!!!!!!!!!!!!!! *! ! ! !! ! * *!* * * !* !!! ! *!* !



logo

E
RHAKELLEKLQADSQTFVKATGTG

NTDB id 255875 CUC15 RS11050 WP 114916707.1 EHAKELLELASTFKAG. 569
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !!!!!! ! ! *

X non conserved

X similar

X ≥ 50% conserved


