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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ....................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFS 448
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 QQLGVRWGLFSPNENHYKL..AGNLEG.................NGLTTNNLNVNFPVN..............PSASVAL 237
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KEMGVKWGILSQGINQNSNLLVGGSETTLWNLRN..PDSN.....GTYTIERPDNLNVDLG........VTTTGASSIAF 527
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KELGVKWGILSQGITNNNNLLVGGSETTLWNLRE..PKKDETTGGYKYTIERPDNLNVDLG........VSNP.AGSIAF 539
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KELGVKWGILSQGITNNNNLLVGGSETTLWNLRE..PKKDETTGGYKYTIERPDNLNVDLG........VSNP.AGSIAF 539
NTDB id 1115 OK783 RS00485 WP 003698035.1 RDLGVKFGATGRKKLKNET...SAFGW.........GVNSGFGGGDKWEAQTKINLPVAAA...............ANSI 537
NTDB id 1100 NMB RS09455 WP 002225652.1 RDLGVKFGATGKKKLKNDT...SAFGW.........GVNSGFGGDDKWGAETKINLPITAA...............ANSI 583
NTDB id 1092 CAD91899.1 1..2286( ) RDLGVKFGATGKKKLKNDT...SAFGW.........GVNSGFGGDDKWGAETKINLPITAA...............ANSI 575
NTDB id 1186 GTF74 RS01320 WP 000788426.1 EELGVRWGVMSTNGSHSVG...GSIESNLWQKGLLAD........DEFPVDEFLNVNLA..........STSANASSIAF 394
NTDB id 1175 A1552VC RS12105 WP 000788426.1 EELGVRWGVMSTNGSHSVG...GSIESNLWQKGLLAD........DEFPVDEFLNVNLA..........STSANASSIAF 394
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DELGVRWGFTSINGSHTVG...GSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNLA..........ATSPNATSIAF 403
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KSLGVRWGGAYHKGNWSGY...GKDGN.........IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDATSGI 532
NTDB id 255841 CUN60 RS00670 WP 102950173.1 ................................................................................ 0
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QDIGIRWGVSRPTHL.SGT...LEGAN.........ELARGTAPANVVPLERRLNLD.......LAAAPLTGATPASVGI 508
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QDIGIRWGVSRPTHL.SGT...LEGAN.........ELARGTAPANVVPLERRLNLD.......LAAVPLTGATPASVGI 508
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 QIAAI.NSRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKE..EITDIEFREAVLGLEVTPHIS 314
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNIT 606
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSIT 618
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSIT 618
NTDB id 1115 OK783 RS00485 WP 003698035.1 SLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNIT 617
NTDB id 1100 NMB RS09455 WP 002225652.1 SLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNIT 663
NTDB id 1092 CAD91899.1 1..2286( ) SLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNIT 655
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSG...ASTVAFKKAVLSLKVTPQIT 471
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSG...ASTVAFKKAVLSLKVTPQIT 471
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSG...ATSVTFKKAVLSLKVTPQIT 480
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GIGFITDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSG...ATSTSFKEAALSLEVTPQIT 609
NTDB id 255841 CUN60 RS00670 WP 102950173.1 ...............................................MPYQQASSAG...NTNVAFVNATLSLQVTPQIT 30
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSG...ATAVAFKKAVLSLKVTPQIT 585
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSG...ATAVAFKKAVLSLKVTPQIT 585
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 KQNQILLDLAISQNSPNNQI...NNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIPVIKRLFSQS 391
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PDGKILMELNIANDSINSYA...QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKT 683
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKD 695
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PDGKIQMKLDISKDSVAGAA...PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKD 695
NTDB id 1115 OK783 RS00485 WP 003698035.1 PDGQIIMTVKINKDSPAQCA.SGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTR 696
NTDB id 1100 NMB RS09455 WP 002225652.1 PDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTR 742
NTDB id 1092 CAD91899.1 1..2286( ) PDGQIIMTVKINKDSPAQCA.SGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTR 734
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRT 551
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRT 551
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRS 560
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PDNRIIVEVKVTKDAPDYQNML..NGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRD 687
NTDB id 255841 CUN60 RS00670 WP 102950173.1 DDGFILLNINIQKNTPSPTLQV..QGTPAINTNSVTTQVRVKDGSTILVGGIYVDDQQKVQEQIPYLGDIPYLGWLFKAQ 108
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PDGKILMDLQINQDTPSPQT.F..LGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNR 662
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PDGKILMDLQINQDTPSPQT.F..LGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNR 662
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NTDB id 1381 A4U84 RS02010 WP 021113424.1 QDKISKRELVIFVTPYIVKSEKIGAEKQK....... 420
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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NTDB id 1100 NMB RS09455 WP 002225652.1 GKKTDRRELLIFITPRIMGTAGNSLRY......... 769
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NTDB id 1408 DSB67 RS13980 WP 010643500.1 YENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 255841 CUN60 RS00670 WP 102950173.1 QTTNSKRELLIFITPRVIANSLENDS.......... 134
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