
logo MF
K
N
Q
S
T
H
G
I
Q
V
I
L
N
F
S
T
R
K
R
Q
L
F
G
I
S
L
I
M
A
I
G
L
T
A
G
L
V
L
A
Y
I
L
A
A
M
I
F
M
A
S
Q
G
P
V
A
L
A
L
V
S
L
N
A
A
G
Q
A
V
A
D
S
I
L
M
E
Q
T
D
K
N
V
I
L
D
R
V
F
V
P
A
M
A
E
N
Q

L
I
A
PGADQKRGAVTELIKRLMVLQMFDNESGPVLVPANPAQPRQGAYTQI

LENQPSAR I
L
A
V
I LDLFPSDGSKTVAGTQNQSGKLGAKKTQKSLNKRYI EPSLVTASVTGN

NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLIPVTTN 85
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKISVATN 85
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKISVATN 85
NTDB id 25576 SDE RS14060 WP 011469164.1 MFTQNTKLILIAGL.LAFSGLVNGASLQDLRFAELPGAKAEIRMLFDSVPNAPQGYTIEQPARIVLDFSSTTNSLAQKKYSVSVG 84
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLA.AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPGVQNKLGTKNRELSVG 84
consensus !* * ********* *********************!***!****!******!**!**!*!*!**!!****** !**********

logo

D
N
E
T
V
A
D
R
SSAIVTVDVLSVTDESADGKDDGKQKRASTRVLVITI

VNLSTKNTDTALASGPSAYFTTRLVEGNENVTLFFIVLEVKVIGNANSDISAPVQASTGKTSSANTKSAVPALVSAPATVAPVKAHSVASPAGPASVVYALNQNP I
S
K
P
E
P
E
K
P
V
R
YVGPPA

Q

Q
G
P
R
S
Q
A
G
V
I
G
R
S
L
N
V
IDGFRQ

NTDB id 1009 ACIAD RS15175 WP 004923730.1 EASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPVAT....SAPA...............PQQGIGNIGFQ 151
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPLPV....VS.A...............QPQGVSNIGFQ 150
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPLPV....VS.A...............QPQGVSNIGFQ 150
NTDB id 25576 SDE RS14060 WP 011469164.1 DVDSAVVLDAGGKTRLIVNLSNLAPYTTRLEGNELIVEIGADVSKSSAVAA....HSPAG.VVLNNSPEEVRVGAGSAISLVDFR 164
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPYVPAGRAIRNIDFQ 169
consensus ***!**!**** **!***!!** ***!!!*!!! ****** *** *** **! *******!*

logo RGAESKVQGEGKNLVI
VVI SDLQSTLDNGTPSGTNLVTDSPPVDI

VQEQVQAGGTSGKI
V
E
R
V
L
I
V
D
RTFALPIDKGI

T
E
Q
K
L
IPDETASHLRAVRKRLDNTVKLTNDFATPVAQSFMSVINSDSTALSYAKNEQDSGKDSGANRVATGSVIHSTVI ETQAPSNTSGELSYDEYLMVAYQTADE

NTDB id 1009 ACIAD RS15175 WP 004923730.1 RGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAE 236
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAE 235
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAE 235
NTDB id 25576 SDE RS14060 WP 011469164.1 RGEVGEGKVIISLTNPGVDVDIQEVATGIEVRFLDTELPESLRRKLDVLDFATPVSMVSTLKEGGAAVIHVTANGEYDYLAYQAD 249
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTD 254
consensus !! *!!!*!***! ******!*!***************!**!***!** !!!!!!******** * **!*****!*!*!**!!**

logo NRKYLVTVI S IVLKPRLMPSTQKTDAENKDEVNAIRVLETRENRSSKLYKDNSKRNTQFPANYVSTGDEKNKI
LSLNDFQDIDQEVRSRVLQL ILADFTNDGLINLMVTASADTSVSQGSNITLHRLEQKNDVPWDQALDLIVI LKTKGN

NTDB id 1009 ACIAD RS15175 WP 004923730.1 NKLTISLKRPQDNVRL.NSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKN 320
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NKLTISLKRPQDKNVT.SLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKN 319
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NKLTISLKRPQDKNVT.SLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKN 319
NTDB id 25576 SDE RS14060 WP 011469164.1 NKYVVSVKPLSKAEIE.EKKSRFAYVGDKLSLNFQDIQVRSVLQLIADFTDLNLVASDTVSGSITLRLENVPWDQALDLVLKTKG 333
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKG 339
consensus !****!*!**** * * *!*! !*!!*!!!!*!!*!!!!*!!!! *!*!**!*!*!*!!!*!**!!!!!!!!**!!!!*

logo LDKRKQRLVNGSNVLI LMWVIAPAVDSAE I
L
A
I
A
K
S
A
REREDEQE I

L
A
E
K
T
A
I
Q
V
K
AQ

I
L
S
A
Q
T
V
E
KLAPLRQRTELYI LRQVLNRKYANKARAGEDLIAEFMNGKLFI IQTDSQTVGRTSSNDGSNGSEGTNQGSEGNLSQNHTSGGGTSTGSAKTEPNLGGSNASTTGSV

NTDB id 1009 ACIAD RS15175 WP 004923730.1 LDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATV 396
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGV 404
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGV 404
NTDB id 25576 SDE RS14060 WP 011469164.1 LDKRQVGSVLMVAPAAEIAARERQEIETQKQLQELAPLRTEYIRVRYANARELFNLFIDTSSG.ESG..........GAPGGSGS 407
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQE..........GKEG.... 410
consensus !!!!**!*!***!!**!*** !**!*****!* *!!!!**!*!***!!*!*** !****** *** ***



logo

E
G
D
P
S
E
L
R
G
D
NNSTVGTS ILLSEGPRGQSTAI ISTLQVDEPDRTNSTI

L IALITYNQDPTEQSAEQRKSLIDDEQFLIRRKI
L
M
V
I
S
D
Q
R
L
I
LDVIQPVRKQVMVI EAR IVEIRATNSSVTDGSYFDRSTKSEMLGVRKMWAGGIADLAYSHVQEKGGTI SNTQVWNSNSGNDYN

NTDB id 1009 ACIAD RS15175 WP 004923730.1 EPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSN 481
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNN 489
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNN 489
NTDB id 25576 SDE RS14060 WP 011469164.1 GSERNSTGSILSERGQAIVDERTNSIILTDTEEKIDDFRRLVDRIDIPVRQVMIEARIVIANSDFRKELGVRMAGDAVETSVSGD 492
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ............GRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGY 483
consensus ***** *******!!****!*!!!**!**** ***!**!******!**!*!!!*!!!!!*!*****!**!!************ *

logo

G
T
L
K
L
D
F
V
E
GGMNS ITEGTRTLTWGNI

L
K
T
R
A
D
N
E
A
E
P
K
D
S
G
K
M
N
S
D
NCGPEIAGLFSCVDTETDTGDGGYFTVKPTDTDTYEGTRTI SEKLRLSPPDSNPSLFLNVDLGAVFKTSDTNATPGTASGAGSFIGTAI

W
F
N
G
F
V
L ITSLMDSNDI

F
I
L
MLGDMLQELSAMLEQKNASTDGNYAG

NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLVGGSETTLWNLRNPDSN..............GT..YTIERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYG 550
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLVGGSETTLWNLREPKKD.........ETTGGYK..YTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYG 562
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LLVGGSETTLWNLREPKKD.........ETTGGYK..YTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYG 562
NTDB id 25576 SDE RS14060 WP 011469164.1 TKFE.MTGRLTGLTAADGS..GPEALFVDTDGDGVTDDERSLLDSSLVDLGVFNP.AGAFTWNVIS.SNFLLGMELSALENSGYA 572
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GKDG.NI....GIKDEDGMNCGPIAGSCT.....FPTTGTSKSPSPFVDLGAKDA.TSGIGIGFIT.DNIILDLQLSAMEKTGNG 556
consensus ***************** ** * **********!!!!**** ********!******!***!!!****!**

logo E I
V
V
I SQTPKVI

V
M
S
T
G
S
ADKEQKTASKI

V
E
L
A
K
S
TGSTVQQE I

VPYQESAETSTASNSGAAGSAGTTASTTSFKDEAAVLLKSLNEVTPNQS ITPDNGRKVI LIQVMDEKVLKNVDVIANTSNQKDASPIVDNSAYGS IQYADNMALNQPSNGI
V
E
A
L
P
P
V
I
I
L
D
N

NTDB id 1009 ACIAD RS15175 WP 004923730.1 EVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSY.AQNGEAILN 634
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILN 646
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILN 646
NTDB id 25576 SDE RS14060 WP 011469164.1 EIVSQPKVITGDKQKASIESGTEIPYQEESASG...GTTTSFKEAVLKLEVTPQITPDNRVIMDLVINQDSISSIDANSGIPVID 654
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EIVSQPKVVTSDKETAKILKGSEVPYQEASSSG...ATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPIN 638
consensus !**!*!!!***!!**!****! **!!!****!*******!!!!*!*!*!*!!!*!!!!******* ***!** * *!* ***

logo

I
K
T
N
E
Q
T
N
L
V
I
E
N
A
T
K
Q
N
I
VLVADNDNGETI

V
I
V
I
LGGI

V
Y
F
S
T
E
N
T
Q
E
N
T
Q
T
F
N
S
M
K
T
N
A
G
S
E
Q
V
E
TKVPLFFLGEDLIPFVYLVGKRLFKRNRKTDAFTVVKTSEDARDKRNQE I

LLVI F ILVTPR IMVANNSDNQTAFIL ITVAAEGR I
N
G
H
R
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