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NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
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NTDB id 25549 RFER RS08465 WP 011463970.1 .........SLIGSALVTPIDIPLPASVPPERQKWLDKLKAGLGK....TANSISGVFSGTRIDEALYEELEGALLMADTGVAAT 107
NTDB id 1118 NGFG RS11455 WP 003696286.1 VESAKEAVAETVGEAVG.QV.QEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEAT 168
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NTDB id 25549 RFER RS08465 WP 011463970.1 QYLLDDLRRKVKESGITHPVALKNILVASLTELLLPLEKPLVIGQ.HKPTVIMVTGVNGAGKTTSIGKLTQHLAMHGASVLLAAA 191
NTDB id 1118 NGFG RS11455 WP 003696286.1 EYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAG 253
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NTDB id 25549 RFER RS08465 WP 011463970.1 DTFRAAAREQLGVWATRAGTSTDTPDHSVEIISQQGGDPAAVSFDAVSAGKARGKDVVLVDTAGRLPTQLHLMEELRKIKRVVQK 276
NTDB id 1118 NGFG RS11455 WP 003696286.1 DTFRAAAREQLQAWGGRN.........NVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQK 329
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NTDB id 25549 RFER RS08465 WP 011463970.1 ADATAPHEILLVIDGNTGQNALTQVKAFDEALGLTGLIVTKLDGTAKGGVLAAIARERPVPVYFIGVGEQLEDLETFNAREFAQA 361
NTDB id 1118 NGFG RS11455 WP 003696286.1 AIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDA 414
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NTDB id 25549 RFER RS08465 WP 011463970.1 LLA 364
NTDB id 1118 NGFG RS11455 WP 003696286.1 LLD 417
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